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Abstract
Incidents of non-communicable diseases (NCD) like cardiovascular diseases, cancer, diabetes, 

and chronic respiratory disease have increased dramatically and are currently the leading causes 

of death worldwide. Their rising incidents coincide with the dramatic changes in industrialization 

and development of societies over the past few hundred years. Therefore, current lifestyle 

practices should be further explored to uncover novel risk factors for certain cancers (i.e. colon, 

prostate, and breast cancer), metabolic syndrome (i.e. diabetes and obesity), and cardiovascular 

disease (i.e. coronary artery disease). This review discusses how a disruption of the “biological 

clock” or circadian rhythms could be involved in the development of these diseases as circadian 

rhythms control multiple physiological processes such as wake/sleep cycles, hormonal levels, 

body temperature, metabolism, and immune system. 

Several environmental factors that disrupt circadian rhythms can be identified including 

exposure to artificial light and electromagnetic (EM) waves, unbalanced diet and night shift work. 

The mechanisms of how these “chronodisruptors” are associated with NCDs will be discussed. 

Furthermore, the involvement of genetic factors in the disturbance of circadian rhythms and 

predisposition to NCDs will be highlighted. 

Overall there is strong evidence from animal models and epidemiological studies underlining 

that circadian disruption is a significant player in several diseases particularly the multifactorial 

diseases that pose a significant public health challenge in contemporary society. A circadian 

disruption-based model of cancer, metabolic syndrome and cardiovascular disease etiology can 

be proposed. But, to fully understand the complex interactions of the different components in the 

network of disease development due to disruption of circadian rhythms, more investigations are 

needed to unravel the causal relationship between modern lifestyle, circadian rhythm disruption 

and complex disease. This summary will help to better understand the mechanisms and aid the 

development of new methods and policies to lower incidence/death rates. 

Keywords: Circadian rhythm, modern society, core clock genes, light at night, shift work, diet, 

electromagnetic waves, cancer, metabolic syndrome, cardiovascular disease 
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1. Introduction 
Non-communicable diseases (NCD) are the leading causes of death since 2008, accounting 

for almost 65% of all causes of death worldwide (World Health Organization WHO, 2011). NCDs 

include, but are not limited to, cardiovascular diseases, cancer, diabetes, and chronic respiratory 

disease. The number of new cases and deaths due to NCDs is increasing and around 36 million 

deaths occurred in 2008 alone (WHO, 2011). Interestingly, urban dwellers are more prone to NCDs 

compared to rural dwellers in developed and developing countries and the modern changes 

in lifestyle could account for such differences (WHO, 2011). Despite the difference in nutrition 

quality between poor and rich economies, nutrition transition is usually accompanied with 

urbanization (WHO, 2003). Urban dwellers consume more processed and convenient foods, and 

have less physical activity (WHO, 2003). As a result, obesity as well as diabetes and hypertension 

are more prevalent in urban dwellers due to the imbalance of energy intake and expenditure 

(Sobngwi et al., 2002). In addition, urbanization is associated with night shift work and links 

between metabolic syndrome (a multifactorial NCD) and night shift work have been established 

(Pietroiusti et al., 2010). As more people are moving towards urban areas (United Nations (UN), 

2012), incidents of NCDs are reaching levels that are higher than ever (WHO, 2011). Understanding 

the prevalence of NCDs is essential to tackling this epidemic and reducing incidents and deaths. 

The focus of this review will revolve around modern changes in lifestyle, the effects on our 

biological clock, the functions of our circadian rhythms and predisposition to complex NCDs such 

as cancer and metabolic syndrome.  

Circadian rhythms synchronize the body functions with the environment, help to optimize 

energy use, and, therefore promote survival (Foster and Wulff, 2005). Energy consumption has 

to be balanced over the fluctuating environment and cycles of day and night to ensure efficient 

performance of the biological system (Foster and Wulff, 2005). This daily cyclical variation in 

behavior improves reproductive/survival fitness and over millions of years of evolution, a system 

to regulate daily rhythms was established (Loudon, 2012). It involves an internal “master clock”, 

entrainable by external stimuli that orchestrate circadian rhythms and the oscillatory function 

of key peripheral organs (Foster and Wulff, 2005). This system is vital for regulation of sleep/wake 

cycles, metabolism and energy consumption in humans (Foster and Wulff, 2005). 

As circadian rhythms modulate vital processes, it is not surprising that several health 

problems can be associated with the disruption of these rhythms in humans (Srinivasan et al., 

2010). Acute disturbances include gastrointestinal, menstrual irregularities, and sleep disorders 

(Srinivasan et al., 2010). In addition, these problems are most likely due to a misalignment of the 

circadian rhythms with the external environment (Srinivasan et al., 2010). Since the industrial 

revolution, a significant change in lifestyle has occurred. As societies become more industrialized, 

the demand for day/night activities and services increased (Parliament Office of Science and 

Technology (POST), 2005). The fixation on growth and productivity increased working hours, 

creating the “24-hour society” phenomenon (POST, 2005). The implications of such a societal 

structure can be deleterious to human physical and mental health (POST, 2005). 

The trend to more evening and night work has been influenced by several factors including 

consumer demands, commercial competitiveness, governmental drive for economic growth, and 

social night activities (POST, 2005). In 2005, approximately 28% (4.1 million of the 14.6 million) of 

employed Canadians worked non-regular shift hours; the majority (72%), however, worked full 

time morning hours (30+ hours per week) (Ciarleglio et al., 2008). Around 17% of the American 

workforce is involved in working evening, night or rotating shifts, while more men than women 

work evening and night shifts (McMenamin et al., 2007). Within the US population, African-

Americans (23.2%) tend to occupy alternating-shift jobs more often than their white (16.7%) or 

Hispanic (18.1%) counterparts (McMenamin et al., 2007). In Europe, night shift work affects about 

one employee in five (Le Bihan et al., 2004). However, strict laws were enforced to regulate night 
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shifts and protect workers from the potentially harmful effects of circadian rhythm disruption 

(POST, 2005).  

The invention of artificial light has revolutionized ways of living by altering behavioral and 

social attitudes, including sleep patterns (Vollmer et al., 2012). Even though artificial light is not as 

efficient as natural light in circadian rhythm entrainment (Kohyama et al., 2011), it can contribute 

to circadian disruption (Czeister and Gooley 2007).

Additionally, circadian rhythms may be disrupted by low frequency electromagnetic 

(EM) waves emitted from power lines and electrical appliances. Regular exposure to variable 

intensities of EM waves can affect melatonin rhythms by interfering with its production and 

secretion (Brainard et al., 1999). 

Circadian rhythms are controlled by a cyclical expression of circadian genes and mutations 

in these genes, which result in a modification/disruption of the circadian oscillator. Therefore, 

it is important to analyze genetic factors that may contribute to circadian disruption (Rosato 

et al., 2006). Despite the advances in treatment of diseases such as cancer, metabolic syndrome, 

and cardiovascular disease, relevant genetic factors have yet to be identified (Almon, 2012). 

Polymorphisms in circadian genes can possibly account for the heritability in these diseases 

(Alhopuro et al., 2010; Turek et al., 2005; Wang et al., 2008). The discovery of novel genes involved 

in circadian rhythm-related disease will open up new opportunities for therapy and can serve as 

markers for improved diagnosis/prognosis (Fig. 1). 

For a better understanding of the relevance of the circadian clock, the following chapters will 

address the function and disruption of circadian rhythms.

Figure 1: Basic Mechanism of Circadian Rhythm Disruption; several environmental and genetic 
factors can cause disruption of the circadian rhythms. This disruption could contribute 

to multifactorial disease such as cancer, cardiovascular disease and metabolic syndrome 
(adapted from Rüger and Scheer (2009)).
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1.1 Definition of Circadian Rhythms 
A circadian rhythm is an oscillating biological rhythm that resets approximately every 

24 hours (hence the Latin term “circa” (around), “diem” (day)). This 24-hour system exists 

in many forms of life on earth and is conserved throughout evolution (Loudon, 2012). In 

humans, circadian rhythms pace the body functions with the level of diurnal and nocturnal 

activity, by regulating hormones, core body temperature, cell metabolism, cell growth and 

division (Vitaterna et al., 2001).  

 

The classic phase markers of the biological clock are core body temperature and plasma 

levels of cortisol and melatonin (Czeister and Gooley 2007). Two key features of circadian 

rhythms are that they are entrainable and can be reset accordingly by external stimuli 

such as light. Yet, in the absence of these external stimuli almost 24-hour rhythms are 

maintained (Czeister and Gooley 2007).

1.2 The Circadian Clock System 
1.2.1 Central Oscillators 

The master clock, which orchestrates and synchronizes circadian rhythms in mammals, is 

located in the suprachiasmatic nuclei (SCN) of the anterior hypothalamus. The SCN is mainly 

entrained by light. The signals are received from retinal ganglion cells, which contain 

melanopsin, and passed through the retinohypothalamic tract to the SCN. Two clusters 

of approximately 20,000 neurons in the SCN, consisting of several cell types and yielding 

neurotransmitters and peptides, are the core of the master clock (Vitaterna et al., 2001). 

During daytime, the light information transmitted to the SCN suppresses melatonin release 

and therefore its circulating levels. On the contrary, melatonin’s blood-concentration 

peaks during the night, manifesting the various effects of this hormone (Arendt et al., 

2010). Several landmark papers by Lewy (1987, 1999), Czeisler (1990, 1996), Beersma & Daan 

(2003) and others developed the idea that the melatonin rhythm is entrained by light at the 

level of amplitude and phase. Khalsa et al. (2005) developed a phase response curve (PRC) 

that describes the phase shift induced in the endogenous circadian rhythm by light as a 

function of time of exposure (for review see Duffy et al., 2005). Further, circadian rhythms of 

digestion and metabolism can also be entrained by food intake in mice (Martinez-Merlos et 

al., 2004). However such an entrainment has not been confirmed to exist in humans. 

 

In humans, the pineal gland in the brain is the main source of melatonin, which upon 

secretion exerts various effects ranging from energy balance to circadian entrainment by 

activating melatonin receptors (MT1, MT2). These G-protein coupled receptors are expressed 

in the central nervous system (CNS) as well as several peripheral organs such as the liver, 

ovary and prostate (Pandi-Perumal et al., 2008). Cortisol is another hormone that is secreted 

by the adrenal gland in a diurnal fashion and it produces a range of effects including 

immune system suppression and carbohydrate and fat metabolism. Apart from these two 

hormones, there are several other signaling molecules like estrogen, testosterone, and 

inflammatory cytokines that are regulated by circadian rhythms either directly or indirectly 

(Harmer et al., 2001). These hormones will be discussed in the context of disease in chapters 

3.1 to 3.3 of this review. 

1.2.2 Peripheral Oscillators  

In addition to the central clock each organ has its own internal “clock”. The SCN 

synchronizes the oscillations of gene transcripts in peripheral organs like the liver and 

lung, thus maintaining synchrony between organs, external environment, and central 

clock. In the absence of an entraining stimulus (originally introduced by the German word 

“Zeitgeber”), the central and peripheral clocks maintain rhythmicity but with an increased 

risk of de-synchrony to each other and with the external environment. The mechanisms 

by which central and peripheral oscillations are synchronized are not fully understood. 
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Hormonal and neuronal connections have been hypothesized to facilitate this synchrony 

(Stokkan et al., 2001).  

 

The molecular system that controls the circadian rhythmicity of “clock-controlled genes” in 

peripheral tissues is composed of the following genes - CLOCK, BMAL-1-2, Cryptochrome1, 

and 2 (CRY1-2), Period1, 2, and 3 (PER1-3), and NPAS2. These genes inhibit or facilitate 

the transcription of each other and several other genes. The CLOCK and BMAL-1 genes 

comprise the positive limb while PER and CRY comprise the negative limb of the molecular 

circadian system. CLOCK and BMAL-1 are transcription factors that activate transcription 

of PER and CRY, which in turn result in proteins that heterodimerize to form the PER-CRY 

complex. In addition, CLOCK-BMAL-1 heterodimers trigger the transcription of an array 

of “clock-controlled genes” (CCGs), which constitute about 8-10% of the transcriptome. 

The accumulation of PER-CRY heterodimer inhibits CLOCK-BMAL-1 transcriptional activity 

while the degradation of PER-CRY triggers the activation of CLOCK and BMAL-1 again. This 

primary feedback loop of core circadian genes cannot maintain 24-hour rhythms on their 

own. Other associated clock genes form a secondary auto-regulatory feedback loop to 

maintain the 24-hour cycle. The effects of these genes are mediated by phosphorylation/

de-phosphorylation, degradation of proteins, or inhibition of expression of core clock genes 

(Bechtold et al., 2010). 

Figure 2: Molecular machinery of core clock genes: CLOCK and BMAL-1 transcription 
occur in the nucleus, then they are translocated to the cytoplasm where they 

heterodimerize. The CLOCK/BMAL-1 complex moves to the nucleus and activates 

the transcription of other core clock genes (REV-ERBα , Period; PER, Cryptochrome; 
CRY, and Circadian Controlled Genes; CCGs). The PER/CRY heterodimer accumulation 

cause the inhibition of CLOCK/BMAL-1 activated genes while REV-ERBα inhibits 
transcription of BMAL-1.

1.3 Disruption of Circadian Rhythms 
Circadian rhythms can be maintained in the absence of a source of entrainment, but 

circadian rhythm de-synchronization occurs when internal oscillations are misaligned 
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with the external environment. This may also result in a disturbance of hormonal release. 

As melatonin is entrained by cues of light, light exposure at inappropriate times results 

in suppression of melatonin at times when it is normally released (Arendt et al., 2010). 

The internal misalignment of circadian-regulated organs occurs due to differential rates 

of re-entrainment (Stokkan et al., 2001). This internal de-synchrony results in reduced 

functionality of circadian-regulated systems, possibly predisposing the entire body to 

various diseases. 

2. Factors Involved in the Disruption of the Circadian Rhythm
Possible mechanisms of circadian disruption will be discussed in chapter 2 before 

highlighting how a disruption of circadian rhythm may predispose to cancer, metabolic 

syndrome and cardiovascular disease (chapters 3.1, 3.2 and 3.3 respectively). Both environmental 

(such as “light at night” or artificial light) and genetic factors (polymorphisms in core clock genes) 

could result in disruption of the circadian rhythm.

2.1 Environmental Factors Modifying Circadian Rhythms 
2.1.1 Occupational - Night Shift Work  

The “Light at Night” theory proposes that exposure to light at night leads to a suppression 

of circulating melatonin (due to a phase shift of the melatonin rhythm) and altered levels 

of cortisol, estrogen and some other androgens (Reiter et al., 1980; Cohen et al., 1978). 

The circadian regulation of plasma melatonin levels is important for a wide range of 

physiological processes such as free radical scavenging, modulation of hormonal circuits 

and energy balance (Reiter et al., 1991). Therefore, it is not surprising that disruption of 

melatonin rhythms is associated with several diseases, particularly cancer. 

 

Microarray studies reveal that some enzymes of the liver and the SCN exhibit robust 

circadian rhythms (Panda et al., 2002; Akhtar et al., 2002; Duffield et al., 2002; Oishi et al., 2003) 

and thereby regulate the metabolic state of the organism (see also chapter 3.2.1). At night, 

the metabolic rate slows down and anabolism is favored as crucial enzymes involved in 

respiration are regulated with the energy production peak during daytime. However, during 

night shift work, the body is challenged with high-energy requirements. If food intake 

is involved the body has the additional challenge of digestion and assimilation. Such a 

misalignment may lead to inefficient metabolism, leading to accumulation of toxic or waste 

products and resulting in significant stress to the body. While there is no direct evidence to 

support this theory, recent data from microarray studies highlight the importance of the 

regulation of downstream clock controlled genes. In addition, there is abundant evidence 

from population and in vivo studies supporting the link between night shift work and 

elevated risk for a variety of diseases including cardio-metabolic diseases (chapters 3.2.2 

and 3.3.1.1) and cancers (chapters 3.1.1.1, 3.1.2.1 and 3.1.3.1).

2.1.2 Geographic Factors: Seasonal and Latitudinal Variations of Day Length and Melatonin 

Release 

As melatonin has important oncostatic effects on breast cancer (see chapter 3.1.1.1), a 

reduction of this hormone increases the risk of developing cancer. Since light is the main 

factor synchronizing the internal and external rhythm, the amplitude/duration of the 

serum melatonin rhythm depends on day length; i.e. when volunteers were exposed to a 

“summer” photoperiod of 16 hours light and 8 hours dark for a week followed by a “winter” 

photoperiod of 10 hours light and 14 hours dark for 4 weeks, the duration of melatonin 

release was significantly longer (Wehr et al., 1991). Other studies using various model 

organisms confirmed this finding (Francis et al., 1988; Bittman et al., 1983).  

 

Up to now there is only indirect evidence (discussed in 3.1.1.1) from epidemiological studies 

and animal models to verify whether polar nights influence circadian rhythms in regions of 
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extreme latitudes. Moreover, meaningful studies from human populations are still missing 

possibly due to confounding variables (light exposure and diseases risk).  

 

It also remains unclear whether extreme seasonal changes in day length result in more 

adaptive or “flexible” circadian rhythms and whether the resulting mismatch of the 

changing day length to internal circadian rhythm is associated with an elevation of rhythm-

linked diseases.

2.1.3 Contribution of Artificial Light to the Entrainment of Circadian Rhythm 

Evolutionarily, the daily change of night and day was the primary circadian entrainer 

(Zeitgeber). The spectral and intensity characteristics of sunlight are unique and are 

most efficient in stimulating retinal ganglion cells, which entrain the circadian clock in a 

wavelength and intensity dependent manner (Duffy et al., Khalsa et al., Rueger et al., Berson 

et al., 2002). However, in the last 100 years artificial light was introduced and became an 

additional trigger. This is a significant change, especially considering that even during 

daytime most people are exposed to artificial light rather than sunlight. On average, young 

adults experience bright light only for a period of about 90 minutes per day (Savides et al., 

1986). Therefore, several possible health aspects have to be considered: 

1. Indoor lighting is not as effective as sunlight in entraining the circadian oscillator 

because of its significantly lower intensity and perhaps because of its spectral 

power distribution. Some studies demonstrated that artificial light is adequate for 

visual acuity but may be insufficient for efficient circadian entrainment, resulting 

in chronic circadian misalignment (Schulmeister et al., 2004; Duffy et al., 1996). 

Given that nowadays exposure to natural sunlight is quite sporadic and possibly 

inadequate health consequences of indoor lighting as an inefficient circadian 

entrainer have to be taken in consideration. However, Czeisler et al. (1996) reported 

that the human circadian system might be more sensitive to low intensity light 

(~150 lux) than generally expected.

2. Light exposure at night could be another pertinent issue as evolutionarily, nights 

were dark, but nowadays, artificial lights are used to prolong the day. There 

is considerable evidence on the effect of “light at night” and deregulation of 

hormonal rhythms (discussed in sections 3.1.1.1, 3.1.2.1, 3.1.3.1 and 3.3.1).

3. The release of melatonin is most efficiently suppressed with light at a wavelength 

between 464-484 nm (Berson et al., 2002; Hattar et al., 2003; Gooley et al., 2003, 2010). 

The emission of computer screens has a high intensity at these wavelengths, 

therefore contributing to the suppression of melatonin. Therefore, excessive 

computer use, particularly at “non-circadian” times could be another factor in 

circadian disruption.

4. Artificial light is used extensively in developed and industrialized countries while 

it is less used in developing and underdeveloped countries. A high risk of the 

major complex diseases like metabolic syndrome and cardiovascular diseases in 

developed countries clearly supports this possible link (WHO, 2011). 

2.1.4 Effect of Low Frequency Electromagnetic (EM) Waves  

EM waves can directly affect the electrical activity of the SCN. Several studies demonstrate 

an effect of EM waves from various sources, including cable lines and mobile phones on 

brain electrical activity (Hossmann et al., 2003; Tattersall et al., 2001; Eulitz et al., 1998).  In 

several animal models, exposure to low frequency EM radiation suppresses nocturnal 

melatonin levels (for review see: Brainard et al., 1999). As melatonin has a crucial role 

in radical scavenging and energy balance, an increased risk for cancers and metabolic 

diseases might occur. However, no obvious effects on melatonin levels were found in 

humans (Brainard et al., 1999). Overall, the link between EM waves and circadian disruption 

remains controversial. 
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2.1.5 Dietary Factors 

Excessive intake of fats leads to an elevated risk for cardiovascular and metabolic diseases 

and cancer. Several mechanisms have been discussed to explain this correlation. However, 

the list of possible mechanisms proposed in the literature is by no means exhaustive. High 

fat diets could contribute to the development of complex diseases by leading to disruption 

of circadian oscillation of core clock genes and downstream clock controlled genes. Most of 

the evidence for this hypothesis comes from studies on rodents which showed that cyclic 

expression of genes In crucial metabolically active organs like the liver, adipose tissue and 

hypothalamus was affected by high fat diets (see review by Froy et al., 2007). Rats fed with 

a high fat diet had disrupted levels of several important hormones including melatonin 

(Cano et al., 2008). Furthermore, a population study (discussed in 3.2.4.1) demonstrated a 

gene-diet interaction between CLOCK polymorphisms and lipid intake, suggesting that 

dietary habits modulate the expression of metabolic syndrome and are linked to certain 

CLOCK polymorphisms (Garaulet et al., 2009). Identification of the precise mechanisms of 

this interaction could open an opportunity to minimize the risk associated with circadian 

disruption and complex diseases.

 

2.2 Genetic Factors Modifying Circadian Rhythms 
2.2.1 Melatonin-Pathway Mutations

2.2.1.1 Receptors

Melatonin receptors are part of the G-protein coupled receptor super family. The 

two main melatonin receptors are MT1 and MT2 (Reppert et al., 1996). MT1 melatonin 

receptors are expressed in the pituitary gland, SCN, hypothalamus, cerebral cortex, and 

cerebellum (Mazzucchille et al., 1996) Activation of MT1 receptors is associated with 

the inhibition of adenylate cyclase, and the hydrolysis of phosphatidylinositol. MT2 

melatonin receptors are expressed mainly in the retina, and their expression inhibits 

cyclic AMP synthesis (Klein et al., 2009) Mutations of the melatonin receptor genes can 

predispose to metabolic syndrome (3.2.3.1) and breast cancer (3.1.1.2).

 

2.2.1.2 Enzymes in Synthesis Pathways

Mutations in the enzymes involved in melatonin biosynthesis result in suppressed 

pineal melatonin levels, and subsequently cause circadian disruption. Mice with 

defects in enzymatic activity of arylalkylamineN-acetyltransferase (AANAT) and N-acetyl-

serotonin O-methyl transferase (ASMT), which are essential precursors for melatonin 

biosynthesis, suffer from significantly low levels of melatonin (Shimomura et al., 2010). 

In addition, rs4446909, a single nucleotide polymorphism (SNP) in the promoter region of 

(ASMT), influences the expression of the ASMT enzyme. ASMT is involved in the conversion 

of N-acetylserotonin to melatonin, thus mutation in ASMT can lead to low melatonin 

levels since N-acetylserotonin will not be transformed into melatonin (Kripke et al., 2010).

2. 2. 2 Core Clock Genes 

As mentioned earlier, clock genes are essential for the maintenance of the circadian rhythm 

and mutations of these genes can potentially lead to circadian rhythm disruption. The 

following sections will describe how mutations in PER, CLOCK, BMAL or CRY genes affect the 

circadian rhythm.

 

2.2.2.1 PER Gene Family

The PER gene family consists of three genes: PER1 gene acts as a crucial link between 

circadian rhythm and cell cycle through interacting with cell cycle checkpoint proteins 

like Ataxia telangiectasia mutated (ATM) and Checkpoint kinase 2 (CHK2; a Serine/

Threonine protein kinase) (Gery et al., 2006). PER2 is the positive regulator of Bmal-1 

loop in the circadian cycle (Shearman et al., 2000). PER2 gene polymorphism can lead to 

circadian disruption as well. Familial advanced sleep phase syndrome (FASPS) can be 
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caused by serine to glycine substitution (S662G) in PER2 gene as shown by some FASPS 

pedigrees (Toh et al., 2001). This mutation occurs due to hyperphosphorylation of PER2 

polypeptide by casein kinase 1 (CSNK1) (Toh et al., 2001). CSNK1 regulates the activity of 

PER2 by phosphorylating the S662 position (Xu et al., 2007). In a population study, coding 

exons of PER3 gene were screened. Six sequence variations with amino acid changes 

were identified in the Per3 loci with four haplotypes of the PER3 gene. One of these 

four haplotypes was associated with delayed sleep phase disorder (Ebisawa et al., 2001). 

Consequently, mutations in PER genes might lead to circadian disruption as seen by their 

relation to phase shifting sleep disorders.

 

2.2.2.2 CLOCK gene

Two polymorphisms in the CLOCK gene T3111C and T257G, were linked to diurnal 

preference (Pedrazzoli et al., 2007). Furthermore, Desan and colleagues (2000) analyzed 

the mouse and drosophila genome and found that homozygotes or heterozygotes for 

the 3111C allele have higher mean scores on a measure of evening preference than 

subjects homozygous for the 3111T allele.  

 

 2.2.2.3 CRY Gene Family

Mammalian cryptochrome-1 and 2 are part of the negative limb in the circadian feedback 

loop, since they are negative regulators of the PER and CRY cycles (Shearman et al., 2000). 

Double mutant mice for mCRY gene lost circadian rhythm, as the biological clock was 

not functional. PER1 and PER2 circadian regulation is lost in both SCN and peripheral 

oscillators of the double mutant CRY mice having high levels of PER1 and PER2 mRNAs 

all the time (Okamura et al., 1999). This indicates the significance of mCRY1 and mCRY2 in 

circadian regulation. 

 

 2.2.2.4 BMAL Gene

BMAL-1 forms CLOCK:BMAL-1 and NPAS2:BMAL-1 heterodimers, which act as transcription 

factors regulating the transcription of a wide range of genes including CRY genes 

(Kondratov et al., 2006). The BMAL gene is involved in seasonal variation in humans as 

demonstrated for a population study that carriers of the allele rs6290035 TT experienced 

less seasonal variation than individuals who did not carry this polymorphism (Kovanen 

et al., 2010). The seasonal variation was categorized into sleep length, social activity, 

mood, weight, appetite and variation in energy level. 

3. Circadian Rhythm Disruption Predisposes to Complex (Multifactorial) Diseases 
 
3.1 Cancer 
Despite rapid advancements in cancer prevention and treatment, incidence rates of most 

cancers show a worldwide net increase since 1975. In fact, in the US, some cancers (skin, 

liver, kidney and thyroid) are on a steady rise. Breast cancer incidence increased from a rate 

of 103/100,000 in 1975 to 126/100,000 in 2007 despite a small decrease in the previous decade 

(Parkin et al., 2009; National Cancer Institute, NCI, 2010). The question arises whether modern 

lifestyle changes associated with a “24-hour society” have a significant role to play in the 

increase of breast cancer incidents/deaths.  

 

Parallel to this, an increased incidence of colon and breast cancer in developed countries 

is found, despite advanced screening and prevention (Parkin et al, 2009). These cancers 

are also linked to circadian disruption, and their epidemiology correlates with regions 

where circadian disruption is prevalent, as in sub-populations like night shift workers. This 

evidence supports a circadian disruption-based model for carcinogenesis, particularly 

breast and colon cancers.
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3.1.1 Environmental Factors   

Several studies (Davis et al., 2001; Schernhammer et al., 2001; Hansen et al., 2001; Megdal 

et al., 2005; Hansen and Lassen, 2012) revealed a clear association between night shift 

work and increased breast cancer incidence. These studies turned the attention towards 

“Light at Night” (LAN) as a potential “carcinogen”. This theory was further supported by 

a series of studies linking “Light at Night” to a change of melatonin secretion while the 

resulting melatonin concentrations were associated with the development of breast cancer 

(reviewed by: Grant et al., 2009; Stevens, 2009). 

 

As highlighted earlier, LAN can reduce melatonin levels at night (Revell et al., 2007). Animal 

models, in addition to population studies on night shift work and breast cancer risk 

(mentioned earlier), support the hypothesis that a suppression of melatonin at night is 

associated with an increased incidence of cancers (reviewed by: Grant et al., 2009; Stevens, 

2009). Constant illumination on mice revealed an increased incidence of breast cancer, 

among other cancers (Blask et al., 2003, 2005), while, induced cancers in mice are also 

aggravated under constant light conditions (Anderson et al., 2000; van Den et al., 1999). 

Pineal-ectomy increases the growth and proliferation of tumor cells in vivo (Blask et al., 

1984). Further, blind people who were insensitive to light-induced melatonin suppression 

showed significantly lower cancer risk, particularly breast cancer (Hahn, 1991; Kliukiene 

et al., 2001; Flynn-Evans et al., 2009). Therefore, the question is how reduced melatonin 

production increases the risk for breast cancer. Studies support a direct oncostatic role and 

a secondary hormonal mechanism for these observations. 

 

In in vitro studies (using breast cancer cells) the general consensus is that melatonin has 

an anti-proliferative effect, particularly in estrogen receptor ER+ breast cancer cells. Two 

main mechanisms are discussed: 1) inhibition of estrogen receptor (Kiefer et al., 2002; Molis 

et al., 1995; del Rio et al., 2004) and 2) inhibition of linoleic acid uptake (Blask et al., 1999). 

However, there is a debate whether melatonin causes growth inhibition, as some studies 

have shown the contrary (Annie et al., 1998; Ram et al., 1998). These results may be attributed 

to the existence of a melatonin-resistant subtype of MCF-7 cells, and the results may also 

depend on the culture conditions imposed by the laboratory, as these may lead to selection 

of cell subtypes and/or alteration of cell signaling. Currently, more evidence points towards 

an oncostatic role for melatonin, and it seems that the circadian-controlled secretion of 

melatonin is important for keeping growth of mammary tissues/cancers controlled.   

 

Furthermore, melatonin has an inverse effect on estrogen and other circulating 

reproductive hormones in the blood (Reiter et al., 1980; Cohen et al., 1978). Therefore, 

a decreased concentration of melatonin in the blood is associated with an increased 

concentration of androgens like estrogen and progesterone. It can be hypothesized that 

estrogen’s stimulatory effect on the growth of mammary cells increases the turnover of 

these cells, thereby increasing the chance for replication errors. 

 

Another mechanism for melatonin’s protective role is its well-described anti-oxidant effect. 

Melatonin is a potent free radical scavenger and has secondary effects by increasing the 

expression level of antioxidant enzymes. A decreased level of melatonin will result in an 

accumulation of free radicals leading to increased risk for cellular damage and somatic 

mutations.  

 

Schernhammer and colleagues (2003) demonstrated a direct link between night shift work 

and increased risk of colorectal cancer. An oncostatic effect of melatonin on colon cancer 

was suggested using colon cancer cell lines and in-vivo induced tumor models (Farriol et al., 

2000; Anisimov et al., 1997, 1999, 2000).  
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Two studies investigating occupational health risks among pilots showed an increased risk 

for cancer, particularly prostate cancer (Pukkala et al., 2003; Band et al., 1996). The routine of 

pilots mimics a state of chronic circadian disruption as the internal clock is desynchronized 

with the environmental cues and re-entrainment, resulting in further disruption. This 

also entails the earlier conclusion that exposure to “Light at Night” leads to melatonin 

suppression. Three other studies showed a correlation between prostate cancer risk and 

night shift work (Conlon et al., 2007; Kubo et al., 2007; Kakizaki et al., 2008).  The melatonin/

prostate cancer link arises from two main observations – first, circulating melatonin levels 

are lower in men with prostate cancer compared with those without the disease (Bartsch 

et al., 1992) and second, melatonin has oncostatic properties via androgen receptors on 

prostate cancer cell lines (Zisapel et al., 2001).  

 

Further (see also chapter 3.1.1), melatonin has an inverse effect on circulating levels of other 

androgens that play an important role in the development of prostate cancer. Therefore, 

environmental influences that affect melatonin or androgen levels can contribute to the 

progress of prostate cancer (for review see: Zhu, 2006).  

 

Endometrial cancer (Viswanathan et al., 2007) and non-Hodgkin’s lymphoma (Lahti et al., 

2008) are two other cancers with increased occurrence in night shift workers. However, the 

mechanism remains unclear.  

 

Considering the evidence that light reduces circulating melatonin levels, therefore 

increasing the risk for breast, colon and prostate cancer, EM waves have to be considered 

as another pertinent modern environmental influence (see chapter 2.1.4). Though 

controversial, it is conceivable that exposure to EM fields also suppresses melatonin levels 

as breast cancer incidence correlates with the increasing exposure to EM waves (Kliukiene 

et al., 2003; Tynes et al., 1996). Exposure to low frequency EM fields has also been found to 

increase the risk for colon cancer (Orbach-Arbouys et al., 1999). But, EM waves may also 

directly interact with colon tumor cells and affect proliferation (Cleary et al., 1993). There is 

also epidemiological evidence for a link between occupational exposure to EM waves and 

prostate cancer mortality (Charles et al., 2003).  

 

Other potential risk factors for cancers are seasonal and latitudinal variations in day length. 

As discussed in chapter 2.1.2, day length significantly affects endocrine secretions including 

melatonin and androgens leading to changes in behavior and physiology. However, a direct 

link to cancer epidemiology remains difficult given confounding variables such as light 

exposure and vitamin D synthesis, as vitamin D has been shown to have a protective effect 

on the carcinogenesis of several cancers (Garland et al., 2009). Porojnicu and co-workers 

(2007) demonstrated a latitudinal and seasonal stratification in breast cancer risk and 

survival. Mason and his group (1990) showed that the season of tumor diagnosis influences 

factors predicting survival of patients with breast cancer. Some studies have also looked at 

geographic clustering of colon cancer risk based on light exposure (Garland et al., 1990; Lim 

et al., 2006). Such studies suggest that day length may be an important factor to consider 

while assessing the risk for breast cancer. However, the data are conflicting and new 

approaches are needed to establish a possible link. Studies on animal models and human 

populations are needed to test the effect of day length and light exposure on diseases risk 

while normalizing for several other factors like vitamin D synthesis and protection. 

3.1.2 Genetic Factors 

Cancer is often a complex polygenic disease. It has been estimated that genetic effects 

could account for 30% of the variability of propensity to breast cancer (Locatelli et al., 2004). 

Given the clustering of metabolic diseases, cardiovascular diseases and cancer, one might 

expect a common genetic basis that bridges these diseases. Clock gene disruption may 
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be the common ground as deregulation of these genes may predispose to any of these 

diseases. However, the disease phenotype depends on the clock gene affected. 

 

Two population studies have demonstrated a link between polymorphisms of circadian 

genes and breast cancer. Zhu and his group (2005) showed that a variant PER3 genotype 

(heterozygous and homozygous 5-repeat alleles) was associated with an increased risk 

for breast cancer among premenopausal women, while among postmenopausal women 

the difference was not significant. The results suggest that mPER3 may be involved in the 

regulation of hormonal secretions, as the menopausal status seems to be an important 

factor in the relation between PER3 polymorphisms and breast cancer risk. Following this, 

the same group (Zhu et al., 2008) demonstrated a second genetic link between circadian 

genes and breast cancer: Women with the heterozygous (Ala394Thr) genotype at the NPAS2 

gene had a significantly higher risk for breast cancer compared to those with the common 

homozygous genotype (Ala394Ala). 

 

Two population-based publications described a link between clock gene deregulation and 

prostate cancer. In a study conducted in China, Chu and co-workers (2008) found that men 

with the variant CRY2 allele had a 1.7 fold increased risk for prostate cancer (95% confidence 

interval (CI), 1.1–2.7). The risk increased to 4.1 fold in prostate cancer (95% CI, 2.2–8.0) in men 

with insulin resistance. This suggests an additional link between diabetes, prostate cancer 

and the CRY2 variant C allele. Zhu and colleagues (2009) carried out a population-based 

case-control study of Caucasian men. At least one of the 9 core clock genes was significantly 

associated with an increased risk for prostate cancer.  

 

Cancer cells also show aberrant expression levels of clock genes, particularly the PER genes. 

Several studies have demonstrated a down-regulation of PER1 in breast  (Winter et al., 2007), 

colon (Krugluger et al., 2007; Gery et al., 2006; Mostafaie et al., 2009), prostate (Cao et al., 

2009), lung (NSCLC) (Gery et al., 2007), and hematologic (CML) (Ming-Yu et al., 2006) cancers 

relative to normal tissue controls. In the breast cancer study, decreased PER1 and PER2 

levels were also observed in familial as compared to sporadic primary breast tumor tissue. 

Another study of 55 cases of breast cancer by Chen and co-workers (2005) showed that 

PER1, PER2 and PER3 expression is disturbed in almost 95% of the women. Furthermore, 

in vitro experiments suggest that PER genes have an important role in tumor suppression 

and down-regulation of PER is associated with breast carcinogenesis (Gery et al., 2007; Fu 

et al., 2002; Hua et al., 2006). Overexpression of PER1 in colon cancer cell lines sensitizes 

them to DNA damage-induced apoptosis, and inhibition of PER1 causes blunted apoptosis 

(Gery et al., 2006). In prostate cancer cell lines (overexpressing androgen receptor - 293T 

and LNCaP cells), PER1 inhibited transactivation of the androgen receptor. In addition, an 

overexpression of PER1 in prostate cancer cells resulted in significant growth inhibition and 

apoptosis (Cao et al., 2009). Overexpression of PER1 in NSCLC cell lines led to a significant 

growth reduction and loss of clonogenic survival. The same authors could also demonstrate 

that DNA hypermethylation and acetylation are potential mechanisms for down-regulation 

of PER1 (Gery et al., 2007). 

 

Further Jung-Hynes and colleagues (2010) recently showed that CLOCK and PER2 protein 

levels were down-regulated whereas BMAL-1 levels were up-regulated in prostate cancer 

cells compared to normal prostate cells. Further, overexpression of PER2 generally resulted 

in a significant loss of cell growth and viability. One interesting observation was that 

melatonin treatment caused an increase in PER2 and CLOCK and decrease in BMAL-1. This 

supports the hypothesis that melatonin suppression can increase the risk for prostate 

cancer, possibly by deregulation of clock genes.  
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Work by Kuo and co-workers (2009) shed light on the possible epigenetic mechanisms 

of clock gene deregulation and carcinogenesis as 37 of 53 breast cancer cell lines had 

hypermethylation on the promoters of PER1, PER2, CRY1 or BMAL-1. Further, expression 

levels of hPER1, hPER2, hPER3, hCRY1, hCRY2 and hBMAL1 were significantly impaired in 

both chronic phase and blastic crisis of chronic myeloid leukemia (CML) (Ming-Yu et al., 2006) 

and methylation analysis revealed that the CpG sites of the hPER3 gene were methylated 

in all of the CML patients. These results support an epigenetic mechanism of clock gene 

disruption. 

 

Given the above data, clock genes seem to have crucial roles in cell cycle regulation and 

tumor suppression (for review see Okamura, 2004). However, it is difficult to differentiate 

between the effects of a loss of rhythmicity and a loss of function of clock genes as they 

may have functions other than circadian regulation.  

 

A recent population-based study focused on the relation between “other” genes 

(non-core clock genes) that are involved in circadian rhythm maintenance i.e. 

melatonin pathway genes and breast cancer risk (Sandra et al., 2012), investigating 

associations between common polymorphisms in melatonin receptors (1a and 1b) and 

arylalkylamine N-acetyltransferase (enzyme involved in melatonin synthesis) and breast 

cancer risk. Two SNPs, one of MTNR1a and one of MTNR1b were associated with elevated 

breast cancer risk. Further, the effect of the MTNR1b SNP associated with breast cancer 

depended on menopausal status.

Figure 3: A Circadian disruption based model for the developemnt of cancer;  A complex 
interpaly of environmental, genetic and epigenetic influences on the circadian system 

can contribute to the development of cancer.  Environmental facotrs like artificial 
light use, exposure to light at night, variation in day length and electromagnetic wave 

exposure ca contribute to circadian disruption by affecting melatonin secretion, which 
is important carcinogenesis, particularly breast cancer.  Additionally, high fat diet intake 

also lead to molecular circadian disruption. Population based association studies have 
shown that polymorphisms in several circadian-related genes have been associated with 

elevated risks for certain cancers. Gene expression analysis on several tumor samples 
has also revealed deregulation of key genes involved in circadian rhythm maintenance. 
This deregulation may also be attributed to epigenetic factors such as methylation and 

acetylation in some cases.
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3.2 Metabolic Syndrome and Obesity
It is estimated that about 25% of the world population suffers from metabolic syndrome. 

These patients have a five-fold increased risk of developing type 2 diabetes and are three times 

more likely to have heart attacks or strokes (International Diabetes Foundation, IDF, 2006). 

According to the World Health Organization (2011), 346 million people are estimated to have type 

2 diabetes worldwide and it is predicted that diabetes deaths will double between 2005 and 2030. 

Obesity has also more than doubled since 1980 and in 2008, globally, 1.5 billion adults, 

20 years and older, were overweight. The incidence of obesity and metabolic syndrome is 

alarmingly high in developed countries and the same tendency arises in developing countries. 

In the upcoming chapters the evidence supporting a circadian disruption-based model for the 

development of obesity and metabolic syndrome will be reviewed.

3.2.1 Circadian Control of Metabolism 
Metabolism defines life and is key for survival of any organism. From an evolutionary 

standpoint, metabolism is an important factor in determining the reproductive fitness of 

an organism. Extending the evoultionary argument, metabolic pathways must be regulated 

by the environment to optimize efficiency as the environment changes constantly. 

Entrainment of metabolic pathways of anabolism and catabolism to environmental 

demands or “stressors” would logically improve survival.  

 

Glucose and lipid homeostasis are under circadian regulation. This concept is supported 

by the observation that circadian disruption (caused by circadian misalignment between 

internal clocks and external cues or loss of circadian rythmicity due to deregulation of 

clock genes) is associated with increased risk for obesity, diabetes and metabolic syndrome 

(discussed in chapters 3.2 and 3.3).  

 

The potential impact of circadian regulation of metabolism was confirmed by microarray 

studies of the mouse liver transcriptome (Panda et al., 2002; Akhtar et al., 2002; Duffield et al., 

2002; Oishi et al., 2003). Coordinated circadian expression of glucose transporters, glucagon 

receptor and key enzymes that catalyze rate-limiting steps of hexose sugar metabolism 

was observed with peak expression at the early evening, right before the active period 

of mice (Panda et al., 2002). An important example is the bifunctional enzyme PFK-2, a key 

control point in glycolysis and gluconeogenesis. PFK-2 showed a robust and high-amplitude 

cycling. The enzyme PEP carboxykinase, intimately involved in gluconeogenesis also shows 

circadian oscillation. Additionally, insulin secretion is under circadian control and insulin 

and glucose responses depend on the time of the meal in a day (Kalsbeek et al., 1998, Van 

Cauter). These results showed that the glucose response to a meal is significantly higher 

when the meal is taken in the evening rather than the morning.  

 

Lipid metabolism is also under circadian control. Microarray studies of the oscillating 

transcriptome of mouse liver indicate that several enzymes involved in lipid homeostasis 

have circadian rhythms; i.e. cycling of lipin1 was observed and is thought to be involved in 

sugar and lipid metabolism. The circadian oscillator enables the usage of short and medium 

chain fatty acids during night time feeding and long chain fatty acids at night (Peterfy 

et al., 2001). Transcript levels of membrane-bound Niemann-Pick C1 (NPC1) as well as the 

enzymes of the cholesterol biosynthetic pathway show circadian regulation. For instance, 

the conversion of HMGCoA to mevalonate by HMGCoA reductase, a rate-limiting step in the 

de-novo synthesis of cholesterol expresses a circadian rhythm (Shapiro et al., 1969).  

 

Proteins involved in vesicular trafficking, cytoskeletal dynamics and exo-/endocytosis like 

synaptojanin-2 (SYNJ2) and disabled-2 (DAB2) also exhibit circadian rhythms. DAB2 is linked 

to endocytosis of low-density lipoprotein receptors (LDLRs). Components of the adaptor 
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protein-1 complex (AP-1), which are important for vesicle trafficking, also express circadian 

rhythms, suggesting that lipoprotein levels in the blood may be under circadian control. 

Therefore, circadian disruption can lead to loss of lipid homeostasis in the blood resulting 

in an increased risk for metabolic and cardiovascular diseases.  

 

Circadian disruption can be effected by both genetic and environmental factors, increasing 

the risk for metabolic syndrome. Fundamentally, it might be the discrepancy between the 

oscillating transcriptome of organs involved in metabolism (liver, adipose tissue, muscle) 

and the environmental demands leading to loss of coupling between environmental and 

internal rhythm, consequently leading to sub-optimal performance.  

 

In the upcoming chapters support for each of the potential environmental circadian 

disruptors will be reviewed. Further, genetic influences of polymorphisms in clock genes 

and other circadian controlled genes will be evaluated by reviewing population-based 

studies, animal models and in vitro studies. 

3.2.2 Environmental Factors  

The global increase in the prevalence of obesity and metabolic disorders coincides with 

the increase of shift work. Numerous recent population studies highlight that shift 

work increases the risk for metabolic syndrome (Karlsson et al., 2001, 2003; Esquirol et 

al., 2009; Sookoian et al., 2007; De Bacquer et al., 2009; Lin et al., 2009; De Lorenzo et al., 

2003; Pietroiusti et al., 2009; Morikawa et al., 2005, 2007; Scheer et al., 2009; Suwazono et 

al., 2006, 2008; Nagaya et al., 2002). Given the strong epidemiological support for its link 

with metabolic syndrome, night shift work has to be recognized as an occupational 

health hazard. The effect of rotating shift work is actually double-edged as an initial 

circadian misalignment is followed by re-entrainment only to be disrupted again. This 

leads to chronic misalignment between the environmental demands and the circadian 

transcriptome of metabolically active organs leading to inefficient metabolism perhaps 

leading to deletrious changes like hyperglycemia, dyslipidemia and altered LDL/HDL ratio. 

These changes can promote the development of multifactorial diseases such as diabetes 

mellitus and cardiovascular diseases. 

 

Pioneer work was done by Karlsson and colleagues (2001) who established this link with a 

cross sectional study. They presented that obesity, high triglycerides and low concentration 

of HDL cholesterol occur together in shift workers but not in day workers. A study by De 

Bacquer and colleagues (2009) analyzed the risk of metabolic syndrome in workers from 

several large Belgian companies. Again, a higher incidence rate of metabolic syndrome was 

present among shift workers in comparison to day workers. The issue of night shift work is 

clearly most important in certain occupations, i.e. for people employed in the healthcare 

and aviation industries. This was confirmed by a study of Pietroiusti and colleagues (2009), 

who demonstrated that the development of metabolic syndrome was strongly associated 

with night shift work in nurses.  

 

However, these results do not confirm that circadian disruption is the main culprit here. 

An important piece of evidence to support this link is, that glucose and lipid homeostasis 

is under circadian control and shows a clear circadian rhythm (see reviews by: Kalsbeek 

et al., 2007; Eckel-Mahan et al., 2009; Van Cauter et al., 1997). Lesioning the SCN leads to 

chronic circadian misalignment resulting in a loss of diurnal variation in glucose and 

lipid metabolism (La Fleur et al., 2001). The constant re-entrainment that is experienced in 

rotating shift work leads to differential re-entrainment among peripheral tissues (Yamazaki 

et al., 2000). This state of internal de-synchrony as a result of different organs entrained 

differently may account for the abnormal metabolism in night shift workers. A study on 

rodents indicated that work during the inactive phase is sufficient to cause a shift in some 
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rhythms leading to metabolic disturbances such as loss of glucose rhythmicity, inverted 

triglyceride rhythm and increase in body weight (Salgado-Delgado et al., 2008). Two 

other studies on rodents strongly support the idea of circadian misalignment leading to 

metabolic syndrome: 1), when healthy, wild type mice were fed a high fat diet and placed 

on a 6-hour day (3L:3D), body weight and blood glucose levels were significantly elevated 

compared to control mice (Oishi et al., 2009). 2), heterozygous tau mutant hamsters with a 

22-hour circadian period expressed renal and cardiac disease besides a reduced lifespan. An 

artificial 22-hour day to match the endogenous circadian period of the mice was protective. 

This was the first evidence suggesting a causal link between circadian misalignment and 

health (Martino et al., 2008). Further, in humans, when behavioral rhythms were 12 hours 

out of phase with the endogenous circadian rhythm, subjects exhibited the most profound 

alterations in metabolism, including increased glucose and insulin levels, decreased leptin 

levels and elevated arterial pressure (Scheer et al., 2009).  

 

As discussed in chapter 3.1.1, the circulating melatonin level (associated with circadian 

disruption) is an important indicator for the pathogenesis of cancer. Therefore, the question 

arises, whether altered melatonin levels are also related to the metabolic syndrome. A study 

by Robeva and co-workers (2008) supports such a link. They reported a positive correlation 

between nighttime melatonin and insulin levels and this relation was more pronounced in 

metabolic syndrome patients. This suggests a possible coupling between melatonin and 

insulin levels. Disruption of the melatonin rhythm by any of the described mechanisms can 

potentially contribute to an increased risk of metabolic syndrome and even the phenotype 

of such patients. Further, this study reports that the night melatonin-insulin ratio was 

negatively correlated with serum LDL levels and positively correlated with serum HDL 

levels. While these results are promising to establish the link, more studies with larger case-

control populations have to be done in order to understand the possible involvement of 

melatonin in metabolic syndrome. 

 

High fat diets disrupt the biological clock in animal models (Kohsaka et al., 2007). These 

researchers used mice to show that such a diet altered the period of loco-motor activity and 

also affected the expression of canonical clock genes, nuclear receptors and downstream 

clock controlled genes in metabolically relevant tissue like the hypothalamus, liver and 

adipose tissue. Recently, Hsieh et al. (2010) demonstrated that high fat diet in mice leads to 

altered expression of circadian clock genes and circadian clock controlled genes including 

PER1-3, CRY1-2, BMAL-1, DBP, E4BP4, CK1ε, PEPCK, PDK4 and NHE3 in kidney and/or liver, 

while changing the circadian clock at the hormonal level (Froy et al., 2007). Additionally, the 

circadian clock is delayed by disrupting adiponectin signaling in mouse livers (Barnea et al., 

2009). The study also showed that fasting affects circadian entrainment but in the reverse 

sense, i.e. it advanced circadian expression. Corticosterone levels increased significantly in 

high-fat diet fed rats, and their 24-hour variation became blunted. Further, nocturnal level of 

melatonin was significantly decreased in high-fat diet fed mice (Cano et al., 2008).  

 

Several other studies, in different animal models – including primates - (Suter et al., 2011; 

Cano et al., 2009; Mendoza et al., 2008) underlined that a high fat diet could contribute 

to metabolic syndrome by causing circadian disruption. However, no studies have been 

conducted on humans yet and more work should be undertaken to understand the 

potential role of diet in circadian health. Such insights could be used in local settings to 

improve circadian health by effecting simple lifestyle changes.

3.2.3 Genetic Links to Circadian Disruption and Metabolic Syndrome 

The heritability of metabolic syndrome is about 40%, i.e. genetic factors account for 40% 

of the observed disease variability. Genes involved in diverse pathways have been linked 

to metabolic syndrome to explain the observed heritability of the disease. However, the 
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level of heritability suggests that there might be other unidentified genes involved in the 

etiology of metabolic syndrome.  

 

Gene defects of the clock genes are risk factors for metabolic syndrome possibly due to 

a loss of circadian rhythmicity of metabolism. There is a limited, but consistent, set of 

population based studies which show associations between clock gene and non-clock 

gene polymorphisms and metabolic syndrome risk (see following chapter). However, the 

major evidence for the link between circadian disruption and metabolic syndrome comes 

from clock gene mutant animal models. Evidence from both of these approaches shall be 

evaluated in the following sections.

3.2.3.1 Population-Based Association Studies 

Recently, four population studies investigated associations between clock gene 

polymorphisms and metabolic syndrome risk (Garaulet et al., 2009; Sookoian et al., 2007, 

2008; Englund et al., 2009). Three of them found an association between CLOCK gene 

polymorphisms and metabolic syndrome risk while one identified NPAS2 and PER2 

polymorphisms as risk factors. A study conducted in the United States (white population) 

by Garaulet and co-workers (2009) revealed that carriers of the CGA haplotype of the 

CLOCK transcription factor had lower BMI, waist circumference, blood pressure and 

insulin resistance. There was no association between clock gene polymorphisms 

and fasting state lipids – triglycerides, HDL, VLDL and total cholesterol. Further, 

the investigators demonstrated gene/environment interactions. For a certain SNP, 

(rs4580704) improved insulin sensitivity associated with the minor allele was present 

only at high mono-unsaturated fatty acid (MUFA) intake. Also, the deleterious effect of 

a certain gene variant on visceral fat was present only in association with high intake 

of saturated fatty acids. Other gene variants showed interesting phenotypes such as 

decreased plasma cytokine levels (IL-6) suggesting either alternative roles for CLOCK or 

effects of loss of circadian rhythmicity. The obeserved gene/environment interaction 

might be due to altered membrane composition of the pineal gland/suprachiasmatic 

nucleus affecting circadian regulation.  

 

In a sample (n=1106) of unrelated men of European ancestry, obesity was associated with 

gene variants and haplotypes of the CLOCK transcription factor (Sookoian et al., 2008). 

Four out of six SNPs were associated with overweight/obesity and two haplotypes were 

associated with a 1.5 fold risk for overweight/obesity. Further, a remarkable heterogenity 

in SNP distribution suggests that local distribution of clock gene SNPs might be 

important in assessing disease risk.   

 

Another study by the same investigators (Sookoian et al., 2007) linked CLOCK 

polymorphisms to increased incidence of non-alcoholic fatty liver disease (NAFLD). Two 

SNPs showed significant correlation with NAFLD. Given that there exists considerable 

evidence linking CLOCK polymorphisms to metabolic syndrome, its usefulness as a 

prognostic and diagnostic indicator should be evaluated.  

 

In addition, the association of other CLOCK gene polymorphisms with metabolic 

syndrome should be investigated. In fact, Englund et al. (2009) reported that circadian 

gene variants of NPAS2 and PER2 were linked to risk factors of metabolic syndrome like 

hypertension and high blood glucose.  

 

Besides clock genes, polyorphisms of other genes involved in circadian physiology may 

also affect the risk for metabolic syndrome. Polymorphisms in melatonin receptor genes 

(MTNR1B) influence fasting glucose levels (Prokopenko et al., 2009) and a common variant 

of MTNR1B is associated with an increased risk for type 2 diabetes (Lyssenko et al., 2009). 
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The risk-genotype was associated with impairment of early insulin response and faster 

deterioration of insulin secretion over time. Overall, these studies raise the question of 

whether these polymorphisms are important in determining the risk for cardiovasuclar 

diseases, certain cancers, and metabolic syndrome, given the epidemiological clustering 

of these diseases. Further, it will be worthwhile to investigate epigenetic changes at 

these gene loci in patients to explore possible epigenetic links to metabolic syndrome 

via circadian disruption.

3.2.3.2 Evidence From Animal Models 

In 2005, Turek’s group demonstrated that homozygous CLOCK mutant mice, relative 

to wild type mice, expressed an attenuated diurnal feeding rhythm beside being 

hyperphagic and obese. The mice developed a metabolic syndrome of hyperleptinemia, 

hyperlipidemia, hepatic steatosis, hyperglycemia and hypoinsulinemia. Several 

hypothalamic peptides involved in energy balance were low. This suggests that CLOCK 

gene networks play key roles in lipid and glucose homeostasis. This also backs some of 

the above mentioned population studies showing an association between metabolic 

syndrome and CLOCK polymorphisms. Infact, these studies were inspired by careful 

studies previously done in genetic mouse models.  

 

Another study by Oishi and co-workers (2006) on the same homozygous CLOCK mutant 

mice further strengthened the importance of CLOCK in lipid metabolism. Serum levels of 

free fatty acids and triglycerides were significantly lower in CLOCK mutant mice relative 

to wild type mice. They actually pinpointed the reason of the extreme impairment in 

dietary fat absorption in CLOCK mutant mice.  

 

Kennaway’s group (2007) studied peripheral circadian disruption by using the Clock∆19 

+ MEL mouse model. These mice have preserved circadian rhythmicity in SCN and pineal 

gland but show arrythmic Clock gene expression in the liver and skeletal muscle. They 

showed fasting hypoglycemia in young-adult males, fasting hyperglycemia in older 

females and a substantially impaired glucose tolerance overall and substantially low 

plasma insulin levels, suggesting an impaired insulin secretion.  

 

A more direct link between CLOCK and BMAL-1 disruption and diabetes was suggested 

by some other studies. Marcheva’s team (2010) presented that CLOCK and BMAL-1 mutant 

mice showed impaired glucose tolerance, reduced insulin secretion and defects in size 

and proliferation of panceartic islets. This suggests that circadian disruption in the 

pancreas can lead to aberrant secretion of insulin (out of phase with systemic needs) or 

hypoinsulinemia. Rudic et al. (2004) found an abolishment of gluconeogenesis in BMAL-1 

mutants possibly leading to the observed suppression of the diurnal variation of glucose 

and triglycerides. 

 

Other clock gene mutant models (PER1-3, CRY1-2, REVERBα, etc.) were developed but no 

obvious signs of metabolic syndrome within the time periods monitored were found 

(for review see: Ko and Takahashi, 2006). However, all these models showed various 

degrees of alterations in the circadian period and the diversity of phenotypes observed 

is perhaps due to the different degrees of circadian disruption induced. It is interesting 

that metabolic syndrome was the most dominant phenotype in CLOCK and BMAL-1 

mutants. This points to alternate functions for BMAL-1 and CLOCK in energy homeostasis. 

More studies are needed to understand if artificial environmental conditions with 

matching periods to the mutant animals’ circadian rhythms are protective. The results 

will provide direct evidence to prove whether circadian misalignment due to clock gene 

disruption is involved in the etiology of the disease. 
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3.2.3.3 Genetic Background of Clock Genes – Risk Assessment for Metabolic Syndrome 

There is abundant evidence supporting the idea that polymorphisms in clock genes can 

lead to disruption in circadian rhythmicity and thereby significantly increase the risk for 

metabolic syndrome. Inheritance of clock genes may account for a significant portion 

of the observed 40% heritability of metabolic syndrome. This results in the question 

whether knowing the clock gene genotypes or the “chronotype” (genetic information 

on clock genes) of an individual will have some level of diagnostic and/or prognostic 

significance. 

 

Variations in the distribution of clock gene alleles among populations has been reported 

(Ciarleglio et al., 2008). Polymorphisms in BMAL-1, BMAL-2, PER2, PER3, CLOCK and AANAT 

in five distinct human populations from different latitudes and environments were 

investigated. Genotypic differences between European Americans and Ghanaians were 

highly different. There were also sharp differences in clock gene genetic backgrounds 

in different populations. For example, in BMAL-1, the most common haplotype in a Han 

Chinese subgroup was exceedingly rare in all other populations except for a group 

from Papua New Guinea, where it was the second most common. Some of the alleles 

may encode for a defective version of the protein which may contribute to circadian 

disruption elevating the risk for metabolic syndrome. Given the strong association 

between disease phenotype and and clock gene polymorphisms, a use of clock genes as 

predictors of disease risk at the population level has to be considered.  

 

Uncovering a new genetic component of a multifactorial disease will also help health 

care professionals in prognosis and treatment. As discussed (3.2.4.1), gene/environment 

interactions of clock genes in the etiology of metabolic syndrome were found. A classic 

example is the relationship between CLOCK gene polymorphisms, menopausal status, 

dietary intake and metabolic syndrome risk. It would be interesting to undertake a 

systematic analysis of multiple clock genes and their interactions with the environment 

in the pathogenesis of metabolic syndrome. Such insights will lead to pro-active 

personalized medicine to treat the deleterious effects of circadian disruption on 

health, particularly metabolic syndrome, using comprehensive personalized genetic 

information on clock genes. 
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Figure 4: A Circadian disruption based model for the developemnt of Metabolic 
Syndrome; Artificial light use, exposure to light at night, variation in day length and 
electromagnetic wave exposure can contribute to circadian disruption by affecting 
melatonin secretion, which has important roles in energy balance. Further, insulin 
secretion seems to be coupled with melatonin secretion hence playing an imprtant 

role in matabolism. High fat diet intake could also lead to circadian disruption at the 
molecular genetic level and by disrupting circadian regulated hormones important in 
metabolism. Given metabolic function is under strict circadian control artificial light 
may be insufficient for circadian entrainement perhaps leading to chrnoic ineffcient 
metabolism amounting to metabolic syndrome. Population association studies have 
also demonstrated linkes between circadian-related genes (CLOCK, NPAS2, PER2 and 

MTNR1B) and circadian rhythm disruption. Targeted gene disruption (CLOCK, BMAL-1) 
in animal models also clearly showed the development of metabolic syndrome.

3.3 Cardiovascular Diseases 
Cardiovascular disease (CVD) is one of the most significant causes of death in developed 

countries. Based on the 2005 mortality rates in the United States, around 2400 Americans 

die every day of CVD, exceeding a rate of 1 death every 37 seconds (Lloyd-Jones et al, 2009). 

More than 70 million Americans suffer from some form of cardiovascular disease. According 

to the 2008 edition of the European cardiovascular disease statistics, over 4.3 million deaths 

are caused by CVD annually; nearly half of all deaths in Europe. These striking facts suggest 

that more research is needed to understand the contributing factors to cardiovascular 

disease. It is widely accepted that a disruption of the circadian rhythm could lead to, or at 

least predispose to cardiovascular disease (Prasai et al, 2008 Ruger et al., 2009; Paschos and 

Fitzgerald, 2010). 

 

The circadian regulation of the cardiovascular system has been known since the 1960s 

(Kaneko et al., 1968). The clinical manifestation of cardiovascular disease supports the idea 

that the cardiovascular system is influenced by circadian oscillators. Myocardial infarction, 

sudden cardiac arrest, thrombotic stroke, and myocardial ischemia are more likely to 

occur during the early hours of the day (Ruger et al., 2009; Muller et al, 1985). A possible 

explanation is that a mismatch of oxygen supply and demand occurs in the morning as the 

body changes its state from relaxing to an active state. In order to meet the new challenge, 

blood pressure and heart rate rise causing the oxygen demand by the cardiac myocytes 

to increase. In addition, the vascular tone of the coronary artery increases, thus, raising 

the blood pressure, and resulting in a decrease in the coronary blood flow (Maemura et al., 

2007, Dominguez-Rodriguez et al., 2010). Moreover, higher blood coagulability is observed in 
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the morning. This could be attributed to an increase in the platelet function and decrease 

in fibrinolytic activity due to high plasminogen activator inhibitor-1 (PAI-1) levels and low 

tissue plasminogen activator (t-PA) levels. Collectively, these changing parameters may 

contribute to the higher incidence of ischemia and myocardial infarction in the morning 

(Maemura et al., 2007). 

 

However, there is limited research into how a disruption of the circadian rhythm increases 

the risk for cardiovascular diseases. The upcoming chapter will summarize the current state 

of research. The effects of a loss of signaling molecules such as melatonin, epinephrine, 

norepinephrine, plasminogen activators/inhibitors, and fibrinogen will be emphasized. 

These molecules control many functions in the body by up-regulating and down-regulating 

different genes, which in turn have specific functions particularly in the cardiovascular 

system (Dominguez-Rodriguez et al., 2010).

3.3.1 Environmental Factors 

It is known that some environmental factors disrupt circadian rhythm and subsequently 

predispose to disease, and the cardiovascular system is no exception. 

3.3.1.1 Night Shift Work 

Multiple reports highlight an increased risk of cardiovascular disease among people 

who work night shifts (Nakamura et al., 1997; Boggild et al, 1999, McCubbin et al, 2010) 

Prasai et al, 2008 reviewed the link between night shift work and cardiovascular disease 

and stated that night shift work increased the risk for cardiovascular disease 3.0 fold 

in women and 1.6 fold in men aging 45-55 years. Another study of 79,109 female nurses 

and incidence of coronary heart disease (CAD) reported that there was a 51% increase 

in CAD incidence rates among night shift nurses (Kawachi et al, 1995). Circadian rhythm 

disruption is a possible explanation for this trend among shift workers, since the 

disruption of parameters like melatonin serum levels and inflammatory markers are 

directly linked to cardiovascular dysfunction (see chapter 3.3.3).

3.3.1.2 EM Waves 

EM waves emitted from power supplies and mobile phones can potentially predispose to 

cardiovascular disease (Hakansson et al., 2003). Savitz and his colleagues (1999) analyzed 

the medical records of electric utility workers in the United States from 1950 to 1988 

and found an association between extremely low frequency EM wave exposure and 

cardiovascular diseases. These workers had higher risk of developing acute myocardial 

infarction and sudden cardiac arrest. Also the risk increased proportionally as the 

total years of exposure increased (Savitz et al., 1999). In a Swedish study, the records of 

27,790 subjects from the Twin Registry were analyzed. A slightly increased risk of acute 

myocardial infarction and sudden cardiac arrest in relation to occupational exposure to 

EM fields (Hakansson et al., 2003) was described.  

 

However, there is some inconsistency in the literature as other studies did not report a 

significant relation between exposure to EM fields and cardiovascular disease or other 

hormonal parameters like blood pressure, heart rate, cortisol, norepinephrine and 

epinephrine (Braune et al., 2002, Djeridane et al, 2008).  

 

The previous epidemiological links of cardiovascular diseases to night shift work and EM 

field exposure can be explained by the role of melatonin in the cardiovascular system. 

Blood pressure and heart rate increase as the serum levels of melatonin decline, while 

myocardial infarction incidence rate increases as melatonin declines (Dominguez-

Rodriguez et al., 2010). The melatonin surge in the blood at night is essential for the 

cardiovascular system. Melatonin lowers serum cholesterol levels by 38% and decreases 
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low density lipoprotein accumulation by 42% while increasing levels of high density 

lipoprotein (Dominguez-Rodriguez et al., 2010). In addition, melatonin enhances the 

activity of nitric oxide synthase, increasing the levels of nitric oxide, which is involved 

in vasodilatation of blood vessels. As mentioned earlier, melatonin also has a well-

described anti-oxidant and ROS scavenger role (Dominguez-Rodriguez et al., 2010). 

Therefore, when EM fields disrupt pineal gland function (Wilson et al., 1989) or when 

night shift workers are exposed to “light at night” resulting in reduced secretion, all 

of the previously mentioned cardiovascular functions will be affected, resulting in 

increased stress to this system and predisposition to cardiovascular diseases such as 

acute myocardial infarction and sudden cardiac arrest.

3.3.1.3 High-Fat Diet  

High-fat diet causes CVD in patients who suffer from obesity and other metabolic 

diseases, and many of the well-understood pathways that can lead to cardiovascular 

disease have been extensively reviewed (Cuevas et al., 2000; Hooper at al., 2001; O’Keefe 

et al., 2004). As discussed in sections 2.1.5, 3.2.2 and 3.2.3, high-fat diet causes circadian 

disruption at least in rodent models. High-fat diet also leads to atherosclerosis, 

endothelial dysfunction, and hypertension (Wassmann et al., 2004; Khan et al., 2005; 

Samuelsson et al., 2008). These effects could result indirectly from circadian disruption 

caused by high-fat diet intake. In addition, high-fat diet can cause metabolic dysfunction 

(sections 3.2.2 and 3.2.3), which is linked to cardiovascular disease. 

3.3.1.4 Metabolic Syndrome and Cardiovascular Disease 

Metabolic syndrome is linked to CVD. Higher mortality rates of CVD occur in patients who 

suffer from metabolic syndrome (Malik et al., 2004; Wilson et al., 2005). In a population 

study of 3323 middle-aged subjects, metabolic syndrome accounted for one third of the 

developing CVD (Wilson et al., 2005). Metabolic syndrome leads to obesity, disruption 

of lipid homeostasis, and hyperglycemia. All these symptoms affect the cardiovascular 

system, causing hypertension, affecting endothelial function, and raising cholesterol 

levels in the blood (Grundy, 2004). This is an indirect link between circadian rhythm 

disruption and cardiovascular disease, since circadian disruption can predispose to 

metabolic syndrome.

3.3.2 Genetic Factors 

The role of clock genes in the regulation of cardiovascular function has been extensively 

investigated.  Almost all clock genes are expressed in the heart and their expression in 

the cardiovascular system exhibit diurnal rhythms (Rudic, 2005, Maemura et al., 2007). 

For instance, PER1-2 and CRY1-2 reach their highest expression rate during night, while 

BMAL-1 and NPAS2 peak early in the day and vascular function phenotypes are associated 

with circadian clock genes dysfunction (Paschos and FitzGerald, 2010). Multiple studies 

demonstrated a link between circadian clock genes and vascular functions. For instance, 

the plasminogen activator inhibitor (PAI-1) gene contains two consensus E-boxes in its 

promoter region, which are controlled by the heterodimers complex, BMAL-2/CLOCK. The 

BMAL-2/CLOCK complex binds directly to the E-box of the thrombomodulin promoter region 

and causes its expression to oscillate rhythmically in the vascular endothelial cells in a 

mouse model (Takeda et al., 2007).  

 

The orphan nuclear receptor REVERBα is part of the circadian transcriptional machinery and 

it is involved in metabolic regulation pathways (Fontaine and Staels, 2007). Polymorphism 

in REVERBα can lead to metabolic syndrome, and therefore contribute to CVD (Fontaine and 

Staels, 2007). This further supports the idea that metabolic syndrome is tightly linked to CVD 

and circadian rhythm disruption. 
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 3.3.2.1 Population Studies 

Clock genes and angiotensin II regulate the expression of the serine protease inhibitor 

PAI1 as PAI1 levels in the heart are high during the night, while high levels are observed 

in the aorta during the day (Naito et al., 2003). A-G-4G PAI1 haplotype of the PAI1 gene was 

found to be associated with high risk of small vessel disease stroke in a population study 

of 390 subjects, 121 of them suffered from ischemic stroke due to small vessel disease 

(Adamski et al., 2009). 

 3.3.2.2 Animal Models 

PER2 mutant mice express low mean arterial pressure independent of the central clock 

time, and have significantly lower levels of norepinephrine and epinephrine in plasma 

throughout the day (Viswambharan et al., 2007). PER2 mutant mice also suffered from 

increased vascular senescence. Further, PER2 inhibits Akt signaling pathway, explaining 

the high levels of Akt signaling in the cells of these mutant mice. High levels of AKT are 

associated with increased levels of ROS and decreased nitric oxide bioavailability in 

the mutant mice (Wang et al., 2008). Furthermore, CRY deficient mice have suppressed 

catecholamine-mediated vasoconstriction response to α-1-adenergic receptor antagonist 

(Masuki et al., 2005). These were examples in which the endogenous influence of the 

gene expression overrides the exogenous regulation through the diurnal fluctuations 

of the hormonal levels in the body. A study of Nonaka and co-workers (2001) showed 

that angiotensin II significantly increased the expression of mPer2 in vascular smooth 

muscle cells in mice, and this increase was diminished after the application of CV11947, 

an antagonist to angiotensin type I receptor (Nonaka et. al., 2001). Thus, the peripheral 

cardiovascular clock can by entrained through hormones.  

 

This concludes the description of literature investigating how a disruption of the 

circadian rhythm changes cardiovascular function. The following chapter will highlight 

how disruptions to circadian rhythm can lead to coronary artery disease. 

3.3.3 Coronary Artery Disease 

Coronary artery disease (CAD) is a multifactorial disorder. Smoking, unhealthy diet, and 

lack of exercise are some environmental factors that can lead to coronary artery disease 

(Lloyd-Jones et al., 2009). CAD has the highest incidents of death in most of the developed 

countries, despite the increased awareness regarding the importance of exercise and 

healthy diet. According to the British Heart Foundation (2010), CAD was the first cause of 

death in the UK in 2008 among respiratory and circulatory diseases, and the second overall, 

exceeded only by cancer (British Heart Foundation, BHF, 2010). In the US, one in every five 

deaths is due to coronary artery disease, with a total number of 451,326 deaths in 2004 

alone (Ostchega et al., 2007). Furthermore, the actual number of deaths due to CAD declined 

by only 18% between 1994 and 2004 (Ostchega et al., 2007). In addition, Walker and Sareli 

(1997) demonstrated a great difference in the number of deaths attributed to CAD in African 

developing countries as compared to Europe and the US. Only 0.2% of the total deaths in 

1994 in Soweto, an urban area in Gauteng in South Africa, were due to CAD. This proportion 

increases significantly in developed countries like the US and some northern European 

countries where the deaths incidents caused by CAD are 20.3% and 16% respectively 

(Verschuren et al., 1995). In addition, developing countries currently demonstrate increased 

incidents of non-communicable diseases, especially in the urban regions where electricity 

is available and people are living a westernized lifestyle, while this observation was not true 

for rural areas of the same geographical and racial background (Walker and Sareli, 1997). 

This suggests that the modern 24-hour life style, which can potentially disrupt circadian 

rhythm, might be a reason among others behind the high incidents of CAD.   
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CAD has a significant genetic component. Subjects who were exposed to extremely low 

frequency EM fields for prolonged periods of time were found to have higher risk of dying 

from CAD if they were genetically susceptible to the disease (Hakansson et al., 2003). A study 

that examined 3,298 monozygotic and 5,964 dizygotic male twins, and 4,012 monozygotic 

and 7,730 dizygotic female twins, found that the risk of one of the twins dying from CAD - 

when the other sibling has died from this disease before the age of 55 -, was 8.1 fold and 3.8 

fold higher, compared to the risk when none of the twins has died from CAD in monozygotic 

twins and dizygotic twins, respectively (Marenberg et al., 1994). This study illustrates that 

genetic factors influence the risk to develop CAD.  

 

In this review, CAD is discussed from a perspective, which might have been clinically 

underestimated for the past years. Disruption of the circadian rhythm is a factor that 

contributes to the occurrence of CAD in night shift workers (Martino et al., 2007; Dominguez-

Rodriguez et al., 2010). Night shift workers had 40% increased risk of CAD when compared 

to day workers of the same job (Tenkanen et al., 1997). Given the trend of high CAD risk 

among night shift workers, and the circadian disruption caused by night shift work, as well 

as the involvement of clock genes in regulation of the cardiovascular system, it is logical to 

assume a link between circadian disruption and coronary heart disease.  

 

Circadian disruption might lead to coronary artery disease through the disruption of the 

melatonin diurnal cycle accompanied with circadian rhythm disruption. As mentioned in 

section 3.3.1.2, “light at night” suppresses melatonin levels and interferes with melatonin 

cycle, which is crucial in regulating cardiovascular functions, like heart rate, blood pressure, 

and endothelial regulation (Dominguez-Rodriguez et al., 2010). People who have elevated 

levels of LDL cholesterol regularly also have low levels of melatonin. This observation was 

supported by studies that linked melatonin to LDL oxidation, low cholesterol levels, and 

increased HDL levels (Wakatsuki et al, 2000; Tamura et al., 2008; Dominguez-Rodriquez et al., 

2012).   

 

The relation between CAD and LDL/HDL cholesterol is well understood. An inverse 

relationship between the risk of coronary artery disease and levels of HDL cholesterol 

was established (Castelli et al., 1986) as well as a direct relationship between the total 

cholesterol and LDL levels, and coronary artery disease risk (Castelli et al., 1977). Therefore, 

a protective effect of melatonin can be lost via circadian rhythm disruption, and thus 

exposing the cardiovascular system to stressors that predispose to CAD.  

 

Inflammatory markers link circadian rhythm disruption with CAD, as night shift work is 

associated with high levels of these markers (Irwin et al., 2006; Khosro et al., 2011). For 

example, on-call physicians had high levels of high tumor necrosis factor α (TNF-α) and an 

overall increased diastolic blood pressure (Steptoe et al, 2009). When serum markers levels 

were measured after a sleepless night, high levels of monocyte production of interleukin 

6 (IL-6) and TNF-α were found (Irwin et. al., 2006). Additionally, IL-6, C-reactive protein, white 

blood cells, neutrophils, lymphocytes, platelets, and TNF-α were elevated following night 

shift work, compared to serum levels from day workers. However, the TNF-α increase was 

not significantly different according to the same study (Khorso et al., 2011).  

 

Nonetheless, TNF-α has a role in insulin signaling, vascular wound repair, and lipid 

metabolism, which suggests the involvement of this inflammatory marker in cardiovascular 

disease (Mellick, 2007). In a population study, TNF-α polymorphisms were linked to low PAI 

levels. The TNF diplotype accounted for 10% of the variance in PAI-1 plasma levels, which 

significantly exceeds the influence of SERPINE1. SERPINE1 is the gene that codes for the 

PAI-1 protein, and it accounts for 2% of the variance in PAI-1 levels (Hong et. al., 2007). In 

some experimental human studies, TNF-α was found to increase the levels of t-PA antigen 
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in the blood. In addition, TNF-α pre-treatment inhibited acetylcholine and nitroprusside 

induced vasodilation, and increased bradykinin-induced release of t-PA. Elevation of local 

t-PA levels might deteriorate the state of CAD patients, as it can stimulate degradation 

of extracellular matrix and increase plaque instability (Lowe et al., 2006). Overall, altered 

levels of TNF-α are associated with night shift work or gene defects and could be a potential 

factor contributing to the manifestation of CAD in some patients who suffer from circadian 

rhythm disruption. 

 

While the link between circadian rhythm disruption and CAD is strong, future work should 

investigate the link between the high incidence of CAD and night shift workers. The 

elevation of inflammatory markers and the suppression of melatonin levels, and their effect 

on the cardiovascular system should be tested in order to verify whether these factors 

significantly contribute to the disease.  

 

Overall, current evidence underlines the urgency to discuss the issue of shift work and 

health, and whether night shift workers need regular check-ups or regulations that limit the 

number of shifts they take per week.

Figure 5: A Circadian disruption based model for the development of cardiovascular disease; 
Night shift work, esposure to light at night (LAN), and electromagnetic fields are factors that 
lower serum melatonin levels. Both low melatonin levels and high fat diet intake along with 
polymorphisms in clock genes can lead to circadian disruption. Cricadian rhythm disruption 

can affect various cardiovascular parameters leading to high LDL, low HDL levels, high bp 
and heart rate, vascular dysfunction, metabolic disruption, and high levels of inflammatory 

markers. All these combined or separately can predispose to cardiovascular disease. In 
addition, high fat diet can directly lead to CVD.

4. Conclusion
An emerging public health issue is the increased incidence of metabolic syndrome, 

cardiovascular diseases and certain cancers like breast cancer. While there is clear evidence 

that a disruption of the circadian rhythm is a potential explanation for this trend, more studies 

are needed to fully establish this link and open innovative new avenues for prevention and 

therapeutic intervention. After further validation of these links the mechanism needs to be 

explored. Future research should consider the following issues: 
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Regarding night shift work, despite convincing epidemiological evidence associating night 

shift work with several diseases, the mechanisms through which night shift work leads to or at 

least predisposes to diseases is not fully understood. 

To explain an elevated cancer risk, the major mechanism is disruption of hormonal rhythms 

(particularly melatonin) through exposure to “light at night”. But, this viewpoint is incomplete 

and fails to explain other pieces of epidemiological evidence such as the strong link between 

metabolic syndrome and night shift work. As discussed in chapter 3.2.1, microarray studies of 

oscillating transcriptomes of metabolically active organs showed cycling of important genes 

involved in several key pathways can offer a possible unifying answer to the question. Whenever 

the body is challenged with environmental demands at the “wrong” time (i.e. when the cellular 

transcriptomes are not “prepared” to deal with the external demand) stress results, and the 

likelihood for disease increases. 

An integrated systems approach is needed to model the macroscopic physiological effects 

of oscillating downstream clock control genes in different tissues/organs to understand how the 

cycling of genes results in circadian regulation of physiological parameters. Furthermore, the 

physiological basis of the damage/stress caused by challenging the body at the “wrong” circadian 

time should be carefully investigated and the list of oscillating genes should be narrowed to 

those that could be important in disease development. 

Another focus area is the long term effect of exposure to artificial light on circadian health. 

Direct evidence is missing to understand the differences, if any, between the effects of natural 

and artificial light on circadian rhythm. Some studies demonstrated that artificial light is less 

effective at circadian entrainment, which implies that artificial light could be associated with 

circadian disruption. However, no population-based studies are done with artificial light exposure 

to confirm the link between circadian health and diseases like the metabolic syndrome. While 

animal studies may not be as conclusive they still give some hints to understand the long-term 

effects of exposure to sunlight versus artificial light.

Given that circadian entrainment by light is important, possible public health implications of 

extremes in seasonal and latitudinal variations of day length should be investigated. It remains 

unsolved whether polar nights/days in regions like Norway, Sweden, Iceland or Canada increase 

the risk for cancers or metabolic syndrome or whether special adaptations in circadian genes are 

present in these populations to cope with the extreme light-dark cycle. 

It also remains uncertain whether a disturbance of the circadian rhythm could contribute 

to the metabolic syndrome and cardiovascular disease through high fat diet intake. Recently the 

possibility that high-fat diets lead to circadian disruption at the cellular level was discussed in 

rodents where the presence of a food-entrainable oscillator has been predicted. However, more 

studies need to be done to explore if this applies to humans as well.

In regard to genetic influences on circadian disruption, several genes, mostly core clock 

genes, have been associated with diseases. These genes play a predisposing role rather than 

being a direct influence. Nevertheless, the effect of clock gene polymorphisms on disease is 

highly significant and important. For instance, CLOCK and PER3 polymorphisms are linked 

to metabolic syndrome and breast cancer respectively. Therefore, prognostic/diagnostic 

applications of these genes should be investigated. Further, these genes may not just predispose 

to a particular disease but also affect the disease phenotype. As discussed, the distribution of 

alleles of clock genes in a population may be used to estimate disease risk. 

Depending on the precise role of the gene in the cellular transcription/translation feedback 

loop, ablation or loss of function of that gene can result in chronic circadian disruption. There 
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are several genes involved in this intricate molecular network (chapter 1.2) and disruption of any 

of these genes could potentially lead to circadian disruption. Therefore, other genes that are 

important in the feedback loop should be studied for disease association. Such search should 

not be restricted to genes involved in the cellular feedback loop i.e. not only the core clock genes 

but also may include genes involved in melatonin biosynthesis (AANAT) and signaling (Melatonin 

receptor 1a & 1b). 

Again, the association studies do not prove that the reason behind elevated disease risk is 

loss of circadian rhythmicity per se. In fact, some of the results suggest alternative functions 

for core clock genes like CLOCK and BMAL-1; therefore, organ-specific knockout models with 

verification of loss of circadian rhythmicity should be used. A critical look at other crucial 

functions of core clock genes in metabolism and cell cycle control will also help to understand 

the possible interactions. 

Some authors demonstrated gene-environment interactions in their population association 

studies. For instance, the link between CLOCK polymorphisms and metabolic syndrome risk was 

mediated through dietary intake of mono-unsaturated fatty acids. PER3 polymorphisms and its 

association with breast cancer depend on menopausal status to mention another example. The 

physiological bases of these interactions are important questions and solving them may give 

important answers in regard to the functions of circadian genes and circadian physiology in 

general. Investigations in this area may open up opportunities for therapeutic intervention i.e. 

modifying disease phenotype by making appropriate lifestyle change in diet for instance. These 

promising results will motivate epidemiologists to look for gene-environment interactions. 

Until a better understanding of the mechanisms and interactions has been achieved the 

following thoughts might be helpful to reduce the health risks: 

Increased work demands in the twenty-first resulted in the formation of a work-driven 

on-demand “24-hour society” in which regular sleep-wake cycles are not considered a necessity. 

Therefore, night shift work is a real health hazard. Clearly, the risks are underestimated and 

serious steps should be taken to maintain the health of workers and therefore, long-term 

productivity. 

For instance, less frequent rotations should be considered, and to ease the transition 

between shift changes, at least 48 hours should be given between shift changes. Furthermore, 

developing a regular schedule, avoiding caffeine or physical activity before sleep, and wearing 

eye masks/ear plugs while sleeping should ensure good sleep quality. Night shift workers 

should also have regular health checks. In addition, light and melatonin therapy have also been 

suggested for treatment of circadian rhythm disruption and re-entrainment of central/peripheral 

oscillators with the external environment.

The hazards of artificial light are not limited to disturbance of entrainment. Artificial light 

has made light omnipresent. This factor, coupled with disrupted sleep-wake schedules leads to 

constant light exposure at night that can result in severe disruption to melatonin rhythms. In 

this regard, the use of computers, particularly at night, may be another aspect of modern life that 

leads to circadian disruption and should be reduced.

In conclusion, circadian disruption is caused by a variety of mechanisms. Environmental and 

genetic factors may help to explain the trends for some of the major multifactorial (complex) 

diseases plaguing contemporary society. Despite the tremendous advances in knowledge about 

circadian rhythms, many important questions still remain unanswered. Tackling these questions 

could open up new opportunities for diagnosis, prevention and therapy, contributing to the 

battle against non-communicable diseases in the twenty-first century. 
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Glossary
• AANAT - ArylalkylamineN-acetyltransferase

• AMI - acute myocardial infarction

• AP-1 – Adaptor Protein -1

• ASMT - N-acetyl-serotonin O-methyl transferase

• ATM - Ataxia telangiectasia mutated

• BMAL - Brain and Muscle Aryl hydrocarbon receptor nuclear translocator (ARNT)-like

• CAD – Coronary Artery Disease

• CCGs – Clock Controlled Genes

• CHK2 - Checkpoint kinase 2

• CK1ε – Caesin Kinase 1 ε

• CLOCK - Circadian Locomotor Output Cycles Kaput

• CML- Chronic Myeloid Leukemia

• CNS – Central Nervous System

• CpG – Cytosine – phosphate – Guanine dinucleotide

• CRY - Cryptochrome

• CSNK1 - Casein Kinase 1

• CVD – Cardiovascular Disease

• DAB2 – Disabled-2

• DBP - D site of albumin promoter (albumin D-box) binding protein

• E4BP4/NFIL3 - Nuclear factor, interleukin 3 regulated

• EM – Electro-magnetic

• ER – Estrogen Receptor

• FASPS – Familial Advanced Sleep Phase Syndrome

• HDL – High Density Lipoprotein

• HMGCoA - 3-hydroxy-3-methyl-glutaryl-CoA

• IDF – International Diabetes Foundation

• IL-6 – Interleukin - 6

• LAN – Light at Night

• LDL – Low Density Lipoprotein

• LDLRs – Low Density Lipoprotein receptors

• MCF-7 - Michigan Cancer Foundation – 7 cell line

• MEL - Melatonin

• MT1 – Melatonin Receptor subtype 1

• MT2 - Melatonin Receptor subtype 2

• MTNR1B – Melatonin Receptor 1B

• MUFA – Monounsaturated Fatty Acid

• NAFLD – Non-alcoholic Fatty Liver Diseases

• NCD – Non-communicable disease

• NHE3 - Sodium–hydrogen exchanger 3

• NPAS - Neuronal PAS domain-containing protein

• NPC1 – membrane bound Niemann Pick C1

• NSCLC – Non-Small Cell Lung Carcinoma

• PAI-1 - plasminogen activator inhibitor-1

• PDK4 - Pyruvate dehydrogenase lipoamide kinase isozyme 4, mitochondrial

• PEPCK - Phosphoenolpyruvate carboxykinase 

• PER - Period

• PFK – 2 – Phosphofructokinase-2

• POST - Parliament Office of Science and Technology

• REVERBα – rev-erbA-alpha

• ROS – Reactive Oxygen Species

• SCA - sudden cardiac arrest
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• SCN – Suprachiasmatic Nucleus

• SNP – Single Nucleotide Polymorphisms

• SYNJ2 – Synaptojanin - 2

• t-PA - tissue plasminogen activator

• TNF-α – Tumor Necrosis Factor alpha

• US – United States

• VLDL – Very Low Density Lipoprotein

• WHO – World Health Organization

References
• Adamski, M. G., Turaj, W., Slowik, A., Wloch-Kopec, D., Wolkow, P. and Szczudlik, A., 2009. 

A-G-4G haplotype of PAI-1 gene polymorphisms -844 G/A, HindIII G/C, and -675 4G/5G is 

associated with increased risk of ischemic stroke caused by small vessel disease. Acta 

Neurol Scand 120(2): 94-100.

• Akhtar, R. A., Reddy, A. B., Maywood, E. S., Clayton, J. D., King, V. M., Smith, A. G., Gant, 

T. W., Hastings, M. H. and Kyriacou, C. P., 2002. Circadian cycling of the mouse liver 

transcriptome, as revealed by cDNA microarray, is driven by the suprachiasmatic 

nucleus. Current Biology 12(7): 540-550.

• Alhopuro, P., Bjorklund, M., Sammalkorpi, H., Turunen, M., Tuupanen, S., Bistrom, M., 

Niittymaki, I., Lehtonen, H. J., Kivioja, T., Launonen, V., Saharinen, J., Nousiainen, K., 

Hautaniemi, S., Nuorva, K., Mecklin, J. P., Jarvinen, H., Orntoft, T., Arango, D., Lehtonen, R., 

Karhu, A., Taipale, J. and Aaltonen, L. A., 2010. Mutations in the circadian gene CLOCK in 

colorectal cancer. Mol Cancer Res 8(7): 952-960. 

• Almon R., Dubois D., Sukumaran S., Wang X., Xue B., Nie J., Jusko W., 2012. Effects of high 

fat feeding on liver gene expression in diabetic goto-kakizaki rats. Gene Regul Syst Bio. 

6:151-168. 

• Amsel, J., Waterbor, J. W., Oler, J., Rosenwaike, I. and Marshall, K., 1982. Relationship of site-

specific cancer mortality rates to altitude. Carcinogenesis 3(5): 461-465.

• Anderson, L. E., Morris, J. E., Sasser, L. B. and Stevens, R. G., 2000. Effect of constant light on 

DMBA mammary tumorigenesis in rats. Cancer Lett 148(2): 121-126.

• Anisimov, V. N., I. G. Popovich, A. V. Shtylik, M. A. Zabezhinski, H. Ben-Huh, P. Gurevich, V. 

Berman, Y. Tendler, and I. Zusman. "Melatonin and Colon Carcinogenesis: III. Effect of 

Melatonin on Proliferative Activity and Apoptosis in Colon Mucosa and Colon Tumors 

Induced by 1,2-dimethylhydrazine in Rats." Experimental and Toxicologic Pathology 52.1 

(2000): 71-76. Print.

• Anisimov, V. N., Kvetnoy, I. M., Chumakova, N. K., Kvetnaya, T. V., Molotkov, A. O., Pogudina, 

N. A., Popovich, I. G., Popuchiev, V. V., Zabezhinski, M. A., Bartsch, H. and Bartsch, C., 1999. 

Melatonin and colon carcinogenesis. II. Intestinal melatonin-containing cells and serum 

melatonin level in rats with 1,2-dimethylhydrazine-induced colon tumors. Exp Toxicol 

Pathol 51(1): 47-52.

• Anisimov, Vladmir N., Irina G. Popovich, and Mark A. Zabezhinski. "Melatonin and Colon 

Carcinogenesis: I. Inhibitory Effect of Melatonin on Development of Intestinal Tumors 

Induced by 1,2-dimethylhydrazine in Rats." Carcinogenesis 18.8 (1997): 1549-553. Print.

• Arendt, J., 2010. Shift work: coping with the biological clock. Occup Med (Lond) 60(1): 10-20.

• Band, P. R., Le, N. D., Fang, R., Deschamps, M., Coldman, A. J., Gallagher, R. P. and Moody, J., 

1996. Cohort study of air Canada pilots: Mortality, cancer incidence, and leukemia risk. 

American Journal of Epidemiology 143(2): 137-143.

• Barnea, M., Madar, Z. and Froy, O., 2009. High-fat diet delays and fasting advances the 

circadian expression of adiponectin signaling components in mouse liver. Endocrinology 

150(1): 161-168.

• Bartsch, C., Bartsch, H., Schmidt, A., Ilg, S., Bichler, K. H. and Fluchter, S. H., 1992. Melatonin 

and 6-sulfatoxymelatonin circadian rhythms in serum and urine of primary prostate 



Shanmugam et al, Journal of Local and Global Health Science 2013:3
30 pagesof 42

cancer patients: evidence for reduced pineal activity and relevance of urinary 

determinations. Clin Chim Acta 209(3): 153-167.

• Bechtold, D. A., Gibbs, J. E. and Loudon, A. S., 2010. Circadian dysfunction in disease. Trends 

Pharmacol Sci 31(5): 191-198.

• Berson, David M., Felice A. Dunn, and Motoharu Takau. "Phototransduction by Retinal 

Ganglion Cells That Set the Circadian Clock." Science 295.5557 (2002): 1070-073. Print.

• Bihan, B. L. and Martin, C. (2004), Atypical Working Hours: Consequences for Childcare 

Arrangements. Social Policy & Administration, 38: 565–590. doi: 10.1111/j.1467-

9515.2004.00408.x

• Bittman, E. L., Dempsey, R. J. and Karsch, F. J., 1983. Pineal melatonin secretion drives the 

reproductive response to daylength in the ewe. Endocrinology 113(6): 2276-2283.

• Blask D. E.,"The Pineal: An Oncostatic Gland?" The Pineal Gland. (1984): 253-84. Print.

• Blask, D. E., Brainard, G. C., Dauchy, R. T., Hanifin, J. P., Davidson, L. K., Krause, J. A., Sauer, 

L. A., Rivera-Bermudez, M. A., Dubocovich, M. L., Jasser, S. A., Lynch, D. T., Rollag, M. D. and 

Zalatan, F., 2005. Melatonin-depleted blood from premenopausal women exposed to light 

at night stimulates growth of human breast cancer xenografts in nude rats. Cancer Res 

65(23): 11174-11184.

• Blask, D. E., Dauchy, R. T., Sauer, L. A., Krause, J. A. and Brainard, G. C., 2003. Growth and 

fatty acid metabolism of human breast cancer (MCF-7) xenografts in nude rats: impact of 

constant light-induced nocturnal melatonin suppression. Breast Cancer Res Treat 79(3): 

313-320.

• Blask, D. E., Sauer, L. A., Dauchy, R. T., Holowachuk, E. W., Ruhoff, M. S. and Kopff, H. S., 1999. 

Melatonin inhibition of cancer growth in vivo involves suppression of tumor fatty acid 

metabolism via melatonin receptor-mediated signal transduction events. Cancer Res 

59(18): 4693-4701.

• Boggild, Henrik, and Anders Knutsson. "Shift Work, Risk Factors and Cardiovascular 

Disease." Scand J Work Environ Health 25.2 (1999): 85-99.

• Boivin, Diane B., Jeanne F. Duffy, Richard E. Kronauer, and Charles A. Czeisler. "Dose-

response Relationships for Resetting of Human Circadian Clock by Light." Nature379.6565 

(1996): 540-42. Print.

• Brainard, G. C., Kavet, R. and Kheifets, L. I. (1999), The relationship between 

electromagnetic field and light exposures to melatonin and breast cancer risk: A review 

of the relevant literature. Journal of Pineal Research, 26: 65–100. doi: 10.1111/j.1600-

079X.1999.tb00568.x

• Braune, S., Riedel, A., Schulte-Monting, J. and Raczek, J., 2002. Influence of a radiofrequency 

electromagnetic field on cardiovascular and hormonal parameters of the autonomic 

nervous system in healthy individuals. Radiat Res 158(3): 352-356.

• British Heart Foundation, 2000. European cardiovascular disease statistics. Oxford.

• British Heart Foundation, 2008. European cardiovascular disease statistics. Oxford.

• British Heart Foundation, 2010. Coronary heart disease statistics. Oxford.

• Cano, P., Cardinali, D. P., Rios-Lugo, M. J., Fernandez-Mateos, M. P., Reyes Toso, C. F. 

and Esquifino, A. I., 2009. Effect of a high-fat diet on 24-hour pattern of circulating 

adipocytokines in rats. Obesity (Silver Spring) 17(10): 1866-1871.

• Cano, P., Jimenez-Ortega, V., Larrad, A., Reyes Toso, C. F., Cardinali, D. P. and Esquifino, A. I., 

2008. Effect of a high-fat diet on 24-h pattern of circulating levels of prolactin, luteinizing 

hormone, testosterone, corticosterone, thyroid-stimulating hormone and glucose, and 

pineal melatonin content, in rats. Endocrine 33(2): 118-125.

• Cao, Q., Gery, S., Dashti, A., Yin, D., Zhou, Y., Gu, J. and Koeffler, H. P., 2009. A role for the clock 

gene per1 in prostate cancer. Cancer Res 69(19): 7619-7625.

• Castelli, W. P., Doyle, J. T., Gordon, T., Hames, C. G., Hjortland, M. C., Hulley, S. B., Kagan, A. 

and Zukel, W. J., 1977. HDL cholesterol and other lipids in coronary heart disease. The 

cooperative lipoprotein phenotyping study. Circulation 55(5): 767-772.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
31 pagesof 42

• Castelli, W. P., Garrison, R. J., Wilson, P. W., Abbott, R. D., Kalousdian, S. and Kannel, W. 

B., 1986. Incidence of coronary heart disease and lipoprotein cholesterol levels. The 

Framingham Study. JAMA 256(20): 2835-2838.

• Charles, L. E., Loomis, D., Shy, C. M., Newman, B., Millikan, R., Nylander-French, L. A. and 

Couper, D., 2003. Electromagnetic fields, polychlorinated biphenyls, and prostate cancer 

mortality in electric utility workers. Am J Epidemiol 157(8): 683-691.

• Chen, S. T., Choo, K. B., Hou, M. F., Yeh, K. T., Kuo, S. J. and Chang, J. G., 2005. Deregulated 

expression of the PER1, PER2 and PER3 genes in breast cancers. Carcinogenesis 26(7): 

1241-1246.

• Chu, L. W., Zhu, Y., Yu, K., Zheng, T., Yu, H., Zhang, Y., Sesterhenn, I., Chokkalingam, A. P., 

Danforth, K. N., Shen, M. C., Stanczyk, F. Z., Gao, Y. T. and Hsing, A. W., 2008. Variants in 

circadian genes and prostate cancer risk: a population-based study in China. Prostate 

Cancer Prostatic Dis 11(4): 342-348.

• Ciarleglio, C. M., Ryckman, K. K., Servick, S. V., Hida, A., Robbins, S., Wells, N., Hicks, J., 

Larson, S. A., Wiedermann, J. P., Carver, K., Hamilton, N., Kidd, K. K., Kidd, J. R., Smith, J. R., 

Friedlaender, J., Mcmahon, D. G., Williams, S. M., Summar, M. L. and Johnson, C. H., 2008. 

Genetic differences in human circadian clock genes among worldwide populations. J Biol 

Rhythms 23(4): 330-340.

• Cleary, S. F., 1993. A review of in vitro studies: low-frequency electromagnetic fields. Am 

Ind Hyg Assoc J 54(4): 178-185.

• Cohen, Michael, Marc Lippman, and Bruce Chabner. "Role of Pineal Gland in Aetiology and 

Treatment of Breast Cancer." The Lancet 312.8094 (1978): 814-16. Print.

• Conlon, M., Lightfoot, N. and Kreiger, N., 2007. Rotating shift work and risk of prostate 

cancer. Epidemiology 18(1): 182-183.

• Cuevas, Ada M., Viviana Guasch, Oscar Castillo, Veronica Irribarra, Claudio Mizon, 

Alejandra San Martin, Pablo Strobel, Druso Perez, Alfredo M. Germain, and Federico 

Leighton. "A High-fat Diet Induces and Red Wine Counteracts Endothelial Dysfunction in 

Human Volunteers." Lipids 35.2 (2000): 143-48. 

• Czeisler, C. and Gooley, J., 2007. Sleep and Circadian Rhythms in Humans. Cold Spring Harb 

Symp Quant Biol. 72: 579-597. 

• Czeisler, Charles A., Michael P. Johnson, Jeanne F. Duffy, Emery N. Brown, Joseph M. Ronda, 

and Richard E. Kronauer. "Exposure to Bright Light and Darkness to Treat Physiologic 

Maladaptation to Night Work." New England Journal of Medicine 322.18 (1990): 1253-259. 

Print.

• Davis, S., Mirick, D. K. and Stevens, R. G., 2001. Night shift work, light at night, and risk of 

breast cancer. J Natl Cancer I 93(20): 1557-1562.

• De Bacquer, D., Van Risseghem, M., Clays, E., Kittel, F., De Backer, G. and Braeckman, 

L., 2009. Rotating shift work and the metabolic syndrome: a prospective study. Int J 

Epidemiol 38(3): 848-854.

• Del Rio, B., Garcia Pedrero, J. M., Martinez-Campa, C., Zuazua, P., Lazo, P. S. and Ramos, 

S., 2004. Melatonin, an endogenous-specific inhibitor of estrogen receptor alpha via 

calmodulin. J Biol Chem 279(37): 38294-38302.

• Deming, S. L., Lu, W., Beeghly-Fadiel, A., Zheng, Y., Cai, Q. Y., Long, J. R., Shu, X. O., Gao, Y. T. 

and Zheng, W., 2012. Melatonin pathway genes and breast cancer risk among Chinese 

women. Breast Cancer Res Tr 132(2): 693-699.

• Desan, Paul H., Dan A. Oren, Robert Malison, Lawrence H. Price, Jerrold Rosenbaum, 

Jordan Smoller, Dennis S. Charney, and Joel Gelernter. "Genetic Polymorphism at 

TheCLOCK Gene Locus and Major Depression." American Journal of Medical Genetics 96.3 

(2000): 418-21.

• Di Lorenzo, L., De Pergola, G., Zocchetti, C., L'abbate, N., Basso, A., Pannacciulli, N., 

Cignarelli, M., Giorgino, R. and Soleo, L., 2003. Effect of shift work on body mass index: 

results of a study performed in 319 glucose-tolerant men working in a Southern Italian 

industry. Int J Obes Relat Metab Disord 27(11): 1353-1358.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
32 pagesof 42

• Djeridane, Yasmina, Yvan Touitou, and René De Seze. "Influence of Electromagnetic Fields 

Emitted by GSM-900 Cellular Telephones on the Circadian Patterns of Gonadal, Adrenal 

and Pituitary Hormones in Men." Radiation Research 169.3 (2008): 337-43. 

• Dominguez-Rodriguez, A., Abreu-Gonzalez, P., Sanchez-Sanchez, J. J., Kaski, J. C. and Reiter, 

R. J., 2010. Melatonin and circadian biology in human cardiovascular disease. J Pineal Res 

49(1): 14-22.

• Dominguez-Rodriguez, Alberto, Pedro Abreu-Gonzalez, and Russel J. Reiter. "Melatonin 

and Cardiovascular Disease: Myth or Reality?" Revista Española De Cardiología (English 

Edition) 65.3 (2012): 215-18.

• Dubocovich, M. L., 2007. Melatonin receptors: role on sleep and circadian rhythm 

regulation. Sleep Med 8 Suppl 3: 34-42.

• Dubocovich, M. L., Yun, K., Al-Ghoul, W. M., Benloucif, S. and Masana, M. I., 1998. Selective 

MT2 melatonin receptor antagonists block melatonin-mediated phase advances of 

circadian rhythms. FASEB J 12(12): 1211-1220.

• Duffield, G. E., Best, J. D., Meurers, B. H., Bittner, A., Loros, J. J. and Dunlap, J. C., 2002. 

Circadian programs of transcriptional activation, signaling, and protein turnover 

revealed by microarray analysis of mammalian cells. Curr Biol 12(7): 551-557.

• Ebisawa, T., Uchiyama, M., Kajimura, N., Mishima, K., Kamei, Y., Katoh, M., Watanabe, T., 

Sekimoto, M., Shibui, K., Kim, K., Kudo, Y., Ozeki, Y., Sugishita, M., Toyoshima, R., Inoue, 

Y., Yamada, N., Nagase, T., Ozaki, N., Ohara, O., Ishida, N., Okawa, M., Takahashi, K. and 

Yamauchi, T., 2001. Association of structural polymorphisms in the human period3 gene 

with delayed sleep phase syndrome. EMBO Rep 2(4): 342-346.

• Ebling, F. J. P., G. A. Lincoln, F. Wollnik, and N. Anderson. "Effects of Constant Darkness 

and Constant Light on Circadian Organization and Reproductive Responses in the Ram." 

Journal of Biological Rhythms 3.4 (1988): 365-84. Print.

• Ebling, F. J., Lincoln, G. A., Wollnik, F. and Anderson, N., 1988. Effects of constant darkness 

and constant light on circadian organization and reproductive responses in the ram. J 

Biol Rhythms 3(4): 365-384.

• Eckel-Mahan, K. and Sassone-Corsi, P., 2009. Metabolism control by the circadian clock 

and vice versa. Nat Struct Mol Biol 16(5): 462-467.

• EmedTV.Com, 2009. Cardiovascular Disease Statistics. [online] Available at: http://heart-

disease.emedtv.com/cardiovascular-disease/cardiovascular-disease-statistics.html.

• Englund, A., Kovanen, L., Saarikoski, S. T., Haukka, J., Reunanen, A., Aromaa, A., Lonnqvist, 

J. and Partonen, T., 2009. NPAS2 and PER2 are linked to risk factors of the metabolic 

syndrome. J Circadian Rhythms 7: 5.

• Esquirol, Y., Bongard, V., Mabile, L., Jonnier, B., Soulat, J. M. and Perret, B., 2009. Shift work 

and metabolic syndrome: respective impacts of job strain, physical activity, and dietary 

rhythms. Chronobiol Int 26(3): 544-559.

• Eulitz, C., Ullsperger, P., Freude, G. and Elbert, T., 1998. Mobile phones modulate response 

patterns of human brain activity. Neuroreport 9(14): 3229-3232.

• Farriol, M., Venereo, Y., Orta, X., Castellanos, J. M. and Segovia-Silvestre, T., 2000. In vitro 

effects of melatonin on cell proliferation in a colon adenocarcinoma line. J Appl Toxicol 

20(1): 21-24.

• Feychting, M., Osterlund, B. and Ahlbom, A., 1998. Reduced cancer incidence among the 

blind. Epidemiology 9(5): 490-494.

• Flynn-Evans, Erin E., Richard G. Stevens, Homayoun Tabandeh, Eva S. Schernhammer, and 

Steven W. Lockley. "Total Visual Blindness Is Protective against Breast Cancer." Cancer 

Causes and Control 20.9 (2009): 1753-756. Print.

• Fontaine, C. and Staels, B., 2007. The orphan nuclear receptor Rev-erbalpha: a 

transcriptional link between circadian rhythmicity and cardiometabolic disease. Curr 

Opin Lipidol 18(2): 141-146.

• Foster, R. G. and Wulff, K., 2005. The rhythm of rest and excess. Nat Rev Neurosci 6(5): 407-

414.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
33 pagesof 42

• Froy, O., 2007. The relationship between nutrition and circadian rhythms in mammals. 

Front Neuroendocrinol 28(2-3): 61-71.

• Fu, L., Pelicano, H., Liu, J., Huang, P. and Lee, C., 2002. The circadian gene Period2 plays an 

important role in tumor suppression and DNA damage response in vivo. Cell 111(1): 41-50.

• Garaulet, M., Lee, Y. C., Shen, J., Parnell, L. D., Arnett, D. K., Tsai, M. Y., Lai, C. Q. and Ordovas, 

J. M., 2009. CLOCK genetic variation and metabolic syndrome risk: modulation by 

monounsaturated fatty acids. Am J Clin Nutr 90(6): 1466-1475.

• Garland, C. F., Gorham, E. D., Mohr, S. B. and Garland, F. C., 2009. Vitamin D for cancer 

prevention: global perspective. Ann Epidemiol 19(7): 468-483.

• Garland, F. C., Garland, C. F., Gorham, E. D. and Young, J. F., 1990. Geographic variation in 

breast cancer mortality in the United States: a hypothesis involving exposure to solar 

radiation. Prev Med 19(6): 614-622.

• Gery, S., Komatsu, N., Baldjyan, L., Yu, A., Koo, D. and Koeffler, H. P., 2006. The circadian gene 

per1 plays an important role in cell growth and DNA damage control in human cancer 

cells. Mol Cell 22(3): 375-382.

• Gery, S., Komatsu, N., Kawamata, N., Miller, C. W., Desmond, J., Virk, R. K., Marchevsky, A., 

Mckenna, R., Taguchi, H. and Koeffler, H. P., 2007. Epigenetic silencing of the candidate 

tumor suppressor gene Per1 in non-small cell lung cancer. Clin Cancer Res 13(5): 1399-

1404.

• Gery, S., Virk, R. K., Chumakov, K., Yu, A. and Koeffler, H. P., 2007. The clock gene Per2 links 

the circadian system to the estrogen receptor. Oncogene 26(57): 7916-7920.

• Gooley, J. J., S. M. W. Rajaratnam, G. C. Brainard, R. E. Kronauer, C. A. Czeisler, and S. W. 

Lockley. "Spectral Responses of the Human Circadian System Depend on the Irradiance 

and Duration of Exposure to Light." Science Translational Medicine 2.31 (2010): 31ra33. 

Print.

• Gooley, Joshua J., Jun Lu, Dietmar Fischer, and Clifford B. Saper. "A Broad Role for 

Melanopsin in Nonvisual Photoreception." The Journal of Neuroscience 23.18 (2003): 7093-

106. Print.

• Grant, S. G., Melan, M. A., Latimer, J. J. and Witt-Enderby, P. A., 2009. Melatonin and breast 

cancer: cellular mechanisms, clinical studies and future perspectives. Expert Rev Mol 

Med 11: e5.

• Grundy, S. M., 2004. Obesity, metabolic syndrome, and cardiovascular disease. J Clin 

Endocrinol Metab 89(6): 2595-2600.

• Hahn, Robert A. "Profound Bilateral Blindness and the Incidence of Breast 

Cancer."Epidemiology 2.3 (1991): 208-09. Print.

• Hakansson, N., Gustavsson, P., Sastre, A. and Floderus, B., 2003. Occupational exposure to 

extremely low frequency magnetic fields and mortality from cardiovascular disease. Am 

J Epidemiol 158(6): 534-542.

• Hansen, J. and Lassen, C. F., 2012. Nested case-control study of night shift work and breast 

cancer risk among women in the Danish military. Occup Environ Med.

• Hansen, J., 2001. Increased breast cancer risk among women who work predominantly at 

night. Epidemiology 12(1): 74-77.

• Harmer, S. L., Panda, S. and Kay, S. A., 2001. Molecular bases of circadian rhythms. Annu 

Rev Cell Dev Biol 17: 215-253.

• Hattar, S., R. J. Lucas, N. Mrosovsky, S. Thompson, R. H. Douglas, M. W. Hankins, J. Lem, M. 

Biel, F. Hofmann, R. G. Foster, and K. -W Yau. "Melanopsin and Rod-cone Photoreceptive 

Systems Account for All Major Accessory Visual Functions in Mice." Nature 424.6944 (2003): 

76-81. Print.

• Hong, M. G., Bennet, A. M., De Faire, U. and Prince, J. A., 2007. Phenotype selection for 

detecting variable genes: a survey of cardiovascular quantitative traits and TNF locus 

polymorphism. Eur J Hum Genet 15(6): 685-693.

• Hooper, L., CD Summerbell, JP Higgins, RL Thompson, FG Roberts, and H. Moore. "Reduced 

or Modified Dietary Fat for Preventing Cardiovascular Disease." Wiley(2011).



Shanmugam et al, Journal of Local and Global Health Science 2013:3
34 pagesof 42

• Hossmann, K. A. and Hermann, D. M., 2003. Effects of electromagnetic radiation of mobile 

phones on the central nervous system. Bioelectromagnetics 24(1): 49-62.

• Hsieh, M. C., Yang, S. C., Tseng, H. L., Hwang, L. L., Chen, C. T. and Shieh, K. R., 2010. Abnormal 

expressions of circadian-clock and circadian clock-controlled genes in the livers and 

kidneys of long-term, high-fat-diet-treated mice. Int J Obes (Lond) 34(2): 227-239.

• Hua, H., Wang, Y., Wan, C., Liu, Y., Zhu, B., Yang, C., Wang, X., Wang, Z., Cornelissen-Guillaume, 

G. and Halberg, F., 2006. Circadian gene mPer2 overexpression induces cancer cell 

apoptosis. Cancer Sci 97(7): 589-596.

• Irwin, M. R., Wang, M., Campomayor, C. O., Collado-Hidalgo, A. and Cole, S., 2006. Sleep 

deprivation and activation of morning levels of cellular and genomic markers of 

inflammation. Arch Intern Med 166(16): 1756-1762.

• Jung-Hynes, B., Huang, W., Reiter, R. J. and Ahmad, N., 2010. Melatonin resynchronizes 

dysregulated circadian rhythm circuitry in human prostate cancer cells. J Pineal Res 49(1): 

60-68.

• Kakizaki, M., Inoue, K., Kuriyama, S., Sone, T., Matsuda-Ohmori, K., Nakaya, N., Fukudo, S. 

and Tsuji, I., 2008. Sleep duration and the risk of prostate cancer: the Ohsaki Cohort Study. 

Br J Cancer 99(1): 176-178.

• Kalsbeek, A. and Strubbe, J. H., 1998. Circadian control of insulin secretion is independent 

of the temporal distribution of feeding. Physiol Behav 63(4): 553-560.

• Kalsbeek, A., Kreier, F., Fliers, E., Sauerwein, H. P., Romijn, J. A. and Buijs, R. M., 2007. 

Minireview: Circadian control of metabolism by the suprachiasmatic nuclei. 

Endocrinology 148(12): 5635-5639.

• Kaneko, M., Zechman, F. W. and Smith, R. E., 1968. Circadian variation in human peripheral 

blood flow levels and exercise responses. J Appl Physiol 25(2): 109-114.

• Karlsson, B. H., Knutsson, A. K., Lindahl, B. O. and Alfredsson, L. S., 2003. Metabolic 

disturbances in male workers with rotating three-shift work. Results of the WOLF study. 

Int Arch Occup Environ Health 76(6): 424-430.

• Karlsson, B., Knutsson, A. and Lindahl, B., 2001. Is there an association between shift work 

and having a metabolic syndrome? Results from a population based study of 27,485 

people. Occup Environ Med 58(11): 747-752.

• Kawachi, I., GA Colditz, MJ Stampfer, WC Willett, and JE Manson. "Prospective Study of 

Shift Work and Risk of Coronary Heart Disease in Women." Circulation 92 (1995): 3178-182.

• Kennaway, D. J., Owens, J. A., Voultsios, A., Boden, M. J. and Varcoe, T. J., 2007. Metabolic 

homeostasis in mice with disrupted Clock gene expression in peripheral tissues. Am J 

Physiol Regul Integr Comp Physiol 293(4): R1528-1537.

• Khalsa, S. B. S. "A Phase Response Curve to Single Bright Light Pulses in Human Subjects." 

The Journal of Physiology 549.3 (2003): 945-52. Print.

• Khan, I. Y., Dekou, V., Douglas, G., Jensen, R., Hanson, M. A., Poston, L. and Taylor, P. D., 2005. 

A high-fat diet during rat pregnancy or suckling induces cardiovascular dysfunction in 

adult offspring. Am J Physiol Regul Integr Comp Physiol 288(1): R127-133.

• Khosro, S., Alireza, S., Omid, A. and Forough, S., 2011. Night work and inflammatory 

markers. Indian J Occup Environ Med 15(1): 38-41.

• Kiefer, T., Ram, P. T., Yuan, L. and Hill, S. M., 2002. Melatonin inhibits estrogen receptor 

transactivation and cAMP levels in breast cancer cells. Breast Cancer Res Treat 71(1): 37-

45.

• Klein, David C., Michael J. Bailey, David A. Carter, Jong-so Kim, Qiong Shi, Anthony K. 

Ho, Constance L. Chik, Pascaline Gaildrat, Fabrice Morin, and Surajit Ganguly. "Pineal 

Function: Impact of Microarray Analysis." Molecular and Cellular Endocrinology 314.2 

(2009): 170-83.

• Kliukiene, J., Tynes, T. and Andersen, A., 2001. Risk of breast cancer among Norwegian 

women with visual impairment. Brit J Cancer 84(3): 397-399.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
35 pagesof 42

• Kliukiene, J., Tynes, T. and Andersen, A., 2003. Follow-up of radio and telegraph operators 

with exposure to electromagnetic fields and risk of breast cancer. Eur J Cancer Prev 12(4): 

301-307.

• Ko, C. H. and Takahashi, J. S., 2006. Molecular components of the mammalian circadian 

clock. Hum Mol Genet 15 Spec No 2: R271-277.

• Kogi, K., Ong, C. N. and Cabantog, C., 1989. Some social aspects of shift work in Asian 

developing countries. International Journal of Industrial Ergonomics 4(2): 151-159.

• Kohsaka, A., Laposky, A. D., Ramsey, K. M., Estrada, C., Joshu, C., Kobayashi, Y., Turek, F. W. 

and Bass, J., 2007. High-fat diet disrupts behavioral and molecular circadian rhythms in 

mice. Cell Metab 6(5): 414-421.

• Kohyama, J., 2011. Neurochemical and neuropharmacological aspects of circadian 

disruptions: an introduction to asynchronization. Curr Neuropharmacol 9(2): 330-341.

• Kondratov, R. V., Kondratova, A. A., Lee, C., Gorbacheva, V. Y., Chernov, M. V. and Antoch, M. 

P., 2006. Post-translational regulation of circadian transcriptional CLOCK(NPAS2)/BMAL1 

complex by CRYPTOCHROMES. Cell Cycle 5(8): 890-895.

• Kovanen, L., Saarikoski, S. T., Aromaa, A., Lonnqvist, J. and Partonen, T., 2010. ARNTL (BMAL1) 

and NPAS2 gene variants contribute to fertility and seasonality. PLoS One 5(4): e10007.

• Kripke, D. F., Nievergelt, C. M., Tranah, G. J., Murray, S. S., Mccarthy, M. J., Rex, K. M., Parimi, 

N. and Kelsoe, J. R., 2011. Polymorphisms in melatonin synthesis pathways: possible 

influences on depression. J Circadian Rhythms 9: 8.

• Krugluger, W., Brandstaetter, A., Kallay, E., Schueller, J., Krexner, E., Kriwanek, S., Bonner, E. 

and Cross, H. S., 2007. Regulation of genes of the circadian clock in human colon cancer: 

reduced period-1 and dihydropyrimidine dehydrogenase transcription correlates in high-

grade tumors. Cancer Res 67(16): 7917-7922.

• Kubo, T., Ozasa, K., Mikami, K., Wakai, K., Fujino, Y., Watanabe, Y., Miki, T., Nakao, M., Hayashi, 

K., Suzuki, K., Mori, M., Washio, M., Sakauchi, F., Ito, Y., Yoshimura, T. and Tamakoshi, A., 

2006. Prospective cohort study of the risk of prostate cancer among rotating-shift 

workers: Findings from the Japan Collaborative Cohort Study. American Journal of 

Epidemiology 164(6): 549-555.

• Kuo, Shou-Jen, Shou-Tung Chen, Ken-Tu Yeh, Ming-Feng Hou, Ya-Sian Chang, Nicholas 

C. Hsu, and Jan-Gowth Chang. "Disturbance of Circadian Gene Expression in Breast 

Cancer." Virchows Archiv 454.4 (2009): 467-74. Print.

• La Fleur, S. E., Kalsbeek, A., Wortel, J., Fekkes, M. L. and Buijs, R. M., 2001. A daily rhythm in 

glucose tolerance: a role for the suprachiasmatic nucleus. Diabetes 50(6): 1237-1243.

• Lahti, T. A., Partonen, T., Kyyronen, P., Kauppinen, T. and Pukkala, E., 2008. Night-time work 

predisposes to non-Hodgkin lymphoma. Int J Cancer 123(9): 2148-2151.

• Lewy, A., R. Sack, L. Miller, and T. Hoban. "Antidepressant and Circadian Phase-shifting 

Effects of Light." Science 235.4786 (1987): 352-54. Print.

• Lewy, A. J., N. L. Cutler, and R. L. Sack. "The Endogenous Melatonin Profile as a Marker for 

Circadian Phase Position." Journal of Biological Rhythms 14.3 (1999): 227-36. Print.

• Lim, H. S., Roychoudhuri, R., Peto, J., Schwartz, G., Baade, P. and Moller, H., 2006. Cancer 

survival is dependent on season of diagnosis and sunlight exposure. International 

Journal of Cancer 119(7): 1530-1536.

• Lin, Y. C., Hsiao, T. J. and Chen, P. C., 2009. Persistent Rotating Shift-Work Exposure 

Accelerates Development of Metabolic Syndrome among Middle-Aged Female 

Employees: A Five-Year Follow-Up. Chronobiology International 26(4): 740-755.

• Lin, Y. C., Hsiao, T. J. and Chen, P. C., 2009. Shift work aggravates metabolic syndrome 

development among early-middle-aged males with elevated ALT. World J Gastroentero 

15(45): 5654-5661.

• Liu, C., Weaver, D. R., Jin, X., Shearman, L. P., Pieschl, R. L., Gribkoff, V. K. and Reppert, S. M., 

1997. Molecular dissection of two distinct actions of melatonin on the suprachiasmatic 

circadian clock. Neuron 19(1): 91-102.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
36 pagesof 42

• Lloyd-Jones, D., Adams, R., Carnethon, M., De Simone, G., Ferguson, T. B., Flegal, K., Ford, E., 

Furie, K., Go, A., Greenlund, K., Haase, N., Hailpern, S., Ho, M., Howard, V., Kissela, B., Kittner, 

S., Lackland, D., Lisabeth, L., Marelli, A., Mcdermott, M., Meigs, J., Mozaffarian, D., Nichol, 

G., O'donnell, C., Roger, V., Rosamond, W., Sacco, R., Sorlie, P., Stafford, R., Steinberger, J., 

Thom, T., Wasserthiel-Smoller, S., Wong, N., Wylie-Rosett, J., Hong, Y. L., Comm, A. H. a. S. 

and Subcomm, S. S., 2009. Heart Disease and Stroke Statistics-2009 - Update - A Report 

From the American Heart Association Statistics Committee and Stroke Statistics 

Subcommittee. Circulation 120(24): E21-+.

• Locatelli, I., Lichtenstein, P. and Yashin, A. I., 2004. The heritability of breast cancer: a 

Bayesian correlated frailty model applied to Swedish twins data. Twin Res 7(2): 182-191.

• Loudon, A., 2012. Circadian biology: a 2.5 billion year old clock. Curr Biol 22(14): 570-571.

• Lowe, G. D., 2006. Local inflammation, endothelial dysfunction and fibrinolysis in 

coronary heart disease. Clin Sci (Lond) 110(3): 327-328.

• Lyssenko, V., Nagorny, C. L., Erdos, M. R., Wierup, N., Jonsson, A., Spegel, P., Bugliani, M., 

Saxena, R., Fex, M., Pulizzi, N., Isomaa, B., Tuomi, T., Nilsson, P., Kuusisto, J., Tuomilehto, J., 

Boehnke, M., Altshuler, D., Sundler, F., Eriksson, J. G., Jackson, A. U., Laakso, M., Marchetti, P., 

Watanabe, R. M., Mulder, H. and Groop, L., 2009. Common variant in MTNR1B associated 

with increased risk of type 2 diabetes and impaired early insulin secretion. Nat Genet 

41(1): 82-88.

• Maemura, K., Takeda, N. and Nagai, R., 2007. Circadian rhythms in the CNS and peripheral 

clock disorders: role of the biological clock in cardiovascular diseases. J Pharmacol Sci 

103(2): 134-138.

• Malik, S., Wong, N. D., Franklin, S. S., Kamath, T. V., L'italien, G. J., Pio, J. R. and Williams, G. 

R., 2004. Impact of the metabolic syndrome on mortality from coronary heart disease, 

cardiovascular disease, and all causes in United States adults. Circulation 110(10): 1245-

1250.

• Marcheva, B., Ramsey, K. M., Buhr, E. D., Kobayashi, Y., Su, H., Ko, C. H., Ivanova, G., Omura, C., 

Mo, S., Vitaterna, M. H., Lopez, J. P., Philipson, L. H., Bradfield, C. A., Crosby, S. D., Jebailey, L., 

Wang, X., Takahashi, J. S. and Bass, J., 2010. Disruption of the clock components CLOCK and 

BMAL1 leads to hypoinsulinaemia and diabetes. Nature 466(7306): 627-631.

• Marenberg, M. E., Risch, N., Berkman, L. F., Floderus, B. and De Faire, U., 1994. Genetic 

susceptibility to death from coronary heart disease in a study of twins. N Engl J Med 

330(15): 1041-1046.

• Martinez-Merlos, M. "Dissociation between Adipose Tissue Signals, Behavior and the 

Food-entrained Oscillator." Journal of Endocrinology 181.1 (2004): 53-63. Print.

• Martino, T. A., Oudit, G. Y., Herzenberg, A. M., Tata, N., Koletar, M. M., Kabir, G. M., Belsham, 

D. D., Backx, P. H., Ralph, M. R. and Sole, M. J., 2008. Circadian rhythm disorganization 

produces profound cardiovascular and renal disease in hamsters. Am J Physiol Regul 

Integr Comp Physiol 294(5): R1675-1683.

• Mason, B. H., Holdaway, I. M., Stewart, A. W., Neave, L. M. and Kay, R. G., 1990. Season of 

tumour detection influences factors predicting survival of patients with breast cancer. 

Breast Cancer Res Treat 15(1): 27-37.

• Masuki, S., Todo, T., Nakano, Y., Okamura, H. and Nose, H., 2005. Reduced alpha-

adrenoceptor responsiveness and enhanced baroreflex sensitivity in Cry-deficient mice 

lacking a biological clock. J Physiol 566(Pt 1): 213-224.

• Mazzucchelli, Cristina, Marilou Pannacci, Romolo Nonno, Valeria Lucini, Franco Fraschini, 

and Bojidar Michaylov Stankov. "The Melatoninreceptor in the Human Brain: Cloning 

Experiments and Distribution Studies." Elsevier 39.1-2 (1996): 117-26.

• McCubbin, James A., June J. Pilcher, and D. DeWayne Moore. "Blood Pressure Increases 

During a Simulated Night Shift in Persons at Risk for Hypertension." International Journal 

of Behavioral Medicine 17.4 (2010): 314-20.

• Mcmenamin, T. M., 2007. A time to work: recent trends in shift work and flexible 

schedules. Mon Labor Rev 130(12): 3-15.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
37 pagesof 42

• Mcnamara, P., Seo, S. B., Rudic, R. D., Sehgal, A., Chakravarti, D. and Fitzgerald, G. A., 2001. 

Regulation of CLOCK and MOP4 by nuclear hormone receptors in the vasculature: a 

humoral mechanism to reset a peripheral clock. Cell 105(7): 877-889.

• Megdal, S. P., Kroenke, C. H., Laden, F., Pukkala, E. and Schernhammer, E. S., 2005. Night 

work and breast cancer risk: a systematic review and meta-analysis. Eur J Cancer 41(13): 

2023-2032.

• Mellick, G. D., 2007. TNF gene polymorphism and quantitative traits related to 

cardiovascular disease: getting to the heart of the matter. Eur J Hum Genet 15(6): 609-611.

• Mendoza, J., Pevet, P. and Challet, E., 2008. High-fat feeding alters the clock 

synchronization to light. J Physiol 586(Pt 24): 5901-5910.

• Molis, T. M., Spriggs, L. L. and Hill, S. M., 1994. Modulation of estrogen receptor mRNA 

expression by melatonin in MCF-7 human breast cancer cells. Mol Endocrinol 8(12): 1681-

1690.

• Morikawa, Y., Nakagawa, H., Miura, K., Soyama, Y., Ishizaki, M., Kido, T., Naruse, Y., 

Suwazono, Y. and Nogawa, K., 2005. Shift work and the risk of diabetes mellitus among 

Japanese male factory workers. Scand J Work Env Hea 31(3): 179-183.

• Morikawa, Y., Nakagawa, H., Miura, K., Soyama, Y., Ishizaki, M., Kido, T., Naruse, Y., 

Suwazono, Y. and Nogawa, K., 2007. Effect of shift work on body mass index and 

metabolic parameters. Scand J Work Environ Health 33(1): 45-50.

• Mostafaie, N., Kallay, E., Sauerzapf, E., Bonner, E., Kriwanek, S., Cross, H. S., Huber, K. R. 

and Krugluger, W., 2009. Correlated downregulation of estrogen receptor beta and the 

circadian clock gene Per1 in human colorectal cancer. Mol Carcinog 48(7): 642-647.

• Muller, James E., Peter H. Stone, Zoltan G. Turi, John D. Rutherford, Charles A. Czeisler, 

Corette Parker, W. Kenneth Poole, Eugene Passamani, Robert Roberts, Thomas Robertson, 

Burton E. Sobel, James T. Willerson, and Eugene Braunwald. "Circadian Variation in 

the Frequency of Onset of Acute Myocardial Infarction." New England Journal of 

Medicine 313.21 (1985): 1315-322.

• Nagaya, T., Yoshida, H., Takahashi, H. and Kawai, M., 2002. Markers of insulin resistance in 

day and shift workers aged 30-59 years. Int Arch Occup Environ Health 75(8): 562-568.

• Naito, Y., Tsujino, T., Kawasaki, D., Okumura, T., Morimoto, S., Masai, M., Sakoda, T., Fujioka, 

Y., Ohyanagi, M. and Iwasaki, T., 2003. Circadian gene expression of clock genes and 

plasminogen activator inhibitor-1 in heart and aorta of spontaneously hypertensive and 

Wistar-Kyoto rats. J Hypertens 21(6): 1107-1115.

• Nakamura, K., Shimai, S., Kikuchi, S., Tominaga, K., Takahashi, H., Tanaka, M., Nakano, 

S., Motohashi, Y., Nakadaira, H. and Yamamoto, M., 1997. Shift work and risk factors for 

coronary heart disease in Japanese blue-collar workers: serum lipids and anthropometric 

characteristics. Occup Med (Lond) 47(3): 142-146.

• National Cancer Institute, 2010. The Cancer Trends Progress Report - 2009/2010 update. 

Maryland.

• Nonaka, H., Emoto, N., Ikeda, K., Fukuya, H., Rohman, M. S., Raharjo, S. B., Yagita, K., 

Okamura, H. and Yokoyama, M., 2001. Angiotensin II induces circadian gene expression of 

clock genes in cultured vascular smooth muscle cells. Circulation 104(15): 1746-1748.

• Oishi, K., 2009. Disrupted light-dark cycle induces obesity with hyperglycemia in 

genetically intact animals. Neuro Endocrinol Lett 30(4): 458-461.

• Oishi, K., Atsumi, G., Sugiyama, S., Kodomari, I., Kasamatsu, M., Machida, K. and Ishida, N., 

2006. Disrupted fat absorption attenuates obesity induced by a high-fat diet in Clock 

mutant mice. FEBS Lett 580(1): 127-130.

• Oishi, K., Miyazaki, K., Kadota, K., Kikuno, R., Nagase, T., Atsumi, G., Ohkura, N., Azama, 

T., Mesaki, M., Yukimasa, S., Kobayashi, H., Iitaka, C., Umehara, T., Horikoshi, M., Kudo, T., 

Shimizu, Y., Yano, M., Monden, M., Machida, K., Matsuda, J., Horie, S., Todo, T. and Ishida, N., 

2003. Genome-wide expression analysis of mouse liver reveals CLOCK-regulated circadian 

output genes. J Biol Chem 278(42): 41519-41527.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
38 pagesof 42

• Okamura, H., 2004. Clock genes in cell clocks: roles, actions, and mysteries. J Biol Rhythms 

19(5): 388-399.

• Okamura, H., Miyake, S., Sumi, Y., Yamaguchi, S., Yasui, A., Muijtjens, M., Hoeijmakers, J. H. 

and Van Der Horst, G. T., 1999. Photic induction of mPer1 and mPer2 in cry-deficient mice 

lacking a biological clock. Science 286(5449): 2531-2534.

• Orbach-Arbouys, S., Abgrall, S. and Bravo-Cuellar, A., 1999. [Recent data from the literature 

on the biological and pathologic effects of electromagnetic radiation, radio waves and 

stray currents]. Pathol Biol (Paris) 47(10): 1085-1093.

• Ostchega, Y., Paulose-Ram, R., Dillon, C. F., Gu, Q. and Hughes, J. P., 2007. Prevalence of 

peripheral arterial disease and risk factors in persons aged 60 and older: data from the 

National Health and Nutrition Examination Survey 1999-2004. J Am Geriatr Soc 55(4): 583-

589. 

• O'Keefe, J. H., and L. Cordain. "Cardiovascular Disease Resulting From a Diet and 

Lifestyle at Odds With Our Paleolithic Genome: How to Become a 21st-Century Hunter-

Gatherer." Mayo Clinic Proceedings 79.1 (2004): 101-08.

• Panda, S., Antoch, M. P., Miller, B. H., Su, A. I., Schook, A. B., Straume, M., Schultz, P. G., Kay, S. 

A., Takahashi, J. S. and Hogenesch, J. B., 2002. Coordinated transcription of key pathways in 

the mouse by the circadian clock. Cell 109(3): 307-320.

• Pandi-Perumal, S. R., Trakht, I., Srinivasan, V., Spence, D. W., Maestroni, G. J., Zisapel, N. and 

Cardinali, D. P., 2008. Physiological effects of melatonin: role of melatonin receptors and 

signal transduction pathways. Prog Neurobiol 85(3): 335-353.

• Panzer, A., Lottering, M. L., Bianchi, P., Glencross, D. K., Stark, J. H. and Seegers, J. C., 1998. 

Melatonin has no effect on the growth, morphology or cell cycle of human breast cancer 

(MCF-7), cervical cancer (HeLa), osteosarcoma (MG-63) or lymphoblastoid (TK6) cells. 

Cancer Lett 122(1-2): 17-23.

• Parkin, D. M., Bray, F., Ferlay, J. and Pisani, P., 2005. Global cancer statistics, 2002. CA Cancer 

J Clin 55(2): 74-108.

• Parliament Office of Science and Technology, 2005. The 24-Hour Society. London.

• Paschos, G. K. and Fitzgerald, G. A., 2010. Circadian clocks and vascular function. Circ Res 

106(5): 833-841.

• Pedrazzoli, M., Louzada, F. M., Pereira, D. S., Benedito-Silva, A. A., Lopez, A. R., Martynhak, 

B. J., Korczak, A. L., Koike Bdel, V., Barbosa, A. A., D'almeida, V. and Tufik, S., 2007. Clock 

polymorphisms and circadian rhythms phenotypes in a sample of the Brazilian 

population. Chronobiol Int 24(1): 1-8.

• Peterfy, M., Phan, J., Xu, P. and Reue, K., 2001. Lipodystrophy in the fld mouse results from 

mutation of a new gene encoding a nuclear protein, lipin. Nat Genet 27(1): 121-124.

• Pietroiusti, A., A. Neri, G. Somma, L. Coppeta, I. Iavicoli, A. Bergamaschi, and A. Magrini. 

"Incidence of Metabolic Syndrome among Night-shift Healthcare Workers."Occupational 

and Environmental Medicine 67 (2009): 54-57. Print.

• Pietroiusti, A., Neri, A., Somma, G., Coppeta, L., Iavicoli, I., Bergamaschi, A. and Magrini, A., 

2010. Incidence of metabolic syndrome among night-shift healthcare workers. Occup 

Environ Med 67(1): 54-57.

• Piggins, H. D., 2002. Human clock genes. Ann Med 34(5): 394-400.

• Porojnicu, A. C., Lagunova, Z., Robsahm, T. E., Berg, J. P., Dahlback, A. and Moan, J., 2007. 

Changes in risk of death from breast cancer with season and latitude: sun exposure and 

breast cancer survival in Norway. Breast Cancer Res Treat 102(3): 323-328. 

• Prasai, Madhu J., Jyothis T. George, and Eleanor M. Scott. "Molecular Clocks, Type 2 

Diabetes and Cardiovascular Disease." Diabetes & Vascular Disease Research : Official 

Journal of the International Society of Diabetes and Vascular Disease5.2 (2008): 89.

• Prokopenko, I., Langenberg, C., Florez, J. C., Saxena, R., Soranzo, N., Thorleifsson, G., 

Loos, R. J., Manning, A. K., Jackson, A. U., Aulchenko, Y., Potter, S. C., Erdos, M. R., Sanna, S., 

Hottenga, J. J., Wheeler, E., Kaakinen, M., Lyssenko, V., Chen, W. M., Ahmadi, K., Beckmann, J. 

S., Bergman, R. N., Bochud, M., Bonnycastle, L. L., Buchanan, T. A., Cao, A., Cervino, A., Coin, 



Shanmugam et al, Journal of Local and Global Health Science 2013:3
39 pagesof 42

L., Collins, F. S., Crisponi, L., De Geus, E. J., Dehghan, A., Deloukas, P., Doney, A. S., Elliott, 

P., Freimer, N., Gateva, V., Herder, C., Hofman, A., Hughes, T. E., Hunt, S., Illig, T., Inouye, 

M., Isomaa, B., Johnson, T., Kong, A., Krestyaninova, M., Kuusisto, J., Laakso, M., Lim, N., 

Lindblad, U., Lindgren, C. M., Mccann, O. T., Mohlke, K. L., Morris, A. D., Naitza, S., Orru, 

M., Palmer, C. N., Pouta, A., Randall, J., Rathmann, W., Saramies, J., Scheet, P., Scott, L. J., 

Scuteri, A., Sharp, S., Sijbrands, E., Smit, J. H., Song, K., Steinthorsdottir, V., Stringham, H. M., 

Tuomi, T., Tuomilehto, J., Uitterlinden, A. G., Voight, B. F., Waterworth, D., Wichmann, H. E., 

Willemsen, G., Witteman, J. C., Yuan, X., Zhao, J. H., Zeggini, E., Schlessinger, D., Sandhu, M., 

Boomsma, D. I., Uda, M., Spector, T. D., Penninx, B. W., Altshuler, D., Vollenweider, P., Jarvelin, 

M. R., Lakatta, E., Waeber, G., Fox, C. S., Peltonen, L., Groop, L. C., Mooser, V., Cupples, L. A., 

Thorsteinsdottir, U., Boehnke, M., Barroso, I., Van Duijn, C., Dupuis, J., Watanabe, R. M., 

Stefansson, K., Mccarthy, M. I., Wareham, N. J., Meigs, J. B. and Abecasis, G. R., 2009. Variants 

in MTNR1B influence fasting glucose levels. Nat Genet 41(1): 77-81.

• Pukkala, E., Aspholm, R., Auvinen, A., Eliasch, H., Gundestrup, M., Haldorsen, T., Hammar, 

N., Hrafnkelsson, J., Kyyronen, P., Linnersjo, A., Rafnsson, V., Storm, H. and Tveten, U., 2003. 

Cancer incidence among 10,211 airline pilots: A Nordic study. Aviat Space Envir Md 74(7): 

699-706.

• Ram, P. T., Kiefer, T., Silverman, M., Song, Y., Brown, G. M. and Hill, S. M., 1998. Estrogen 

receptor transactivation in MCF-7 breast cancer cells by melatonin and growth factors. 

Mol Cell Endocrinol 141(1-2): 53-64.

• Reiter, R. J. "The Pineal and Its Hormones in the Control of Reproduction in Mammals." 

Endocrine Reviews 1.2 (1980): 109-31. Print.

• Reiter, R. J., 1991. Pineal melatonin: cell biology of its synthesis and of its physiological 

interactions. Endocr Rev 12(2): 151-180.

• Reppert, S., D. Weaver, and C. Godson. "Melatonin Receptors Step into the Light: Cloning 

and Classification of Subtypes." Trends in Pharmacological Sciences 17.3 (1996): 100-02.

• Revell, V. L. and Skene, D. J., 2007. Light-induced melatonin suppression in humans with 

polychromatic and monochromatic light. Chronobiol Int 24(6): 1125-1137.

• Robeva, R., G. Kirilov, A. Tomova, and Ph. Kumanov. "Melatonin–insulin Interactions in 

Patients with Metabolic Syndrome." Journal of Pineal Research (2007). Print.

• Rosato, E., Tauber, E. and Kyriacou, C. P., 2006. Molecular genetics of the fruit-fly circadian 

clock. Eur J Hum Genet 14(6): 729-738.

• Rudic, R. D., Mcnamara, P., Curtis, A. M., Boston, R. C., Panda, S., Hogenesch, J. B. and 

Fitzgerald, G. A., 2004. BMAL1 and CLOCK, two essential components of the circadian 

clock, are involved in glucose homeostasis. PLoS Biol 2(11): e377.

• Rudic, R. D., Mcnamara, P., Reilly, D., Grosser, T., Curtis, A. M., Price, T. S., Panda, S., 

Hogenesch, J. B. and Fitzgerald, G. A., 2005. Bioinformatic analysis of circadian gene 

oscillation in mouse aorta. Circulation 112(17): 2716-2724.

• Ruger, M. and Scheer, F. A., 2009. Effects of circadian disruption on the cardiometabolic 

system. Rev Endocr Metab Disord 10(4): 245-260.

• Salgado-Delgado, R., Angeles-Castellanos, M., Buijs, M. R. and Escobar, C., 2008. Internal 

desynchronization in a model of night-work by forced activity in rats. Neuroscience 

154(3): 922-931.

• Samuelsson, A. M., Matthews, P. A., Argenton, M., Christie, M. R., Mcconnell, J. M., Jansen, 

E. H., Piersma, A. H., Ozanne, S. E., Twinn, D. F., Remacle, C., Rowlerson, A., Poston, L. and 

Taylor, P. D., 2008. Diet-induced obesity in female mice leads to offspring hyperphagia, 

adiposity, hypertension, and insulin resistance: a novel murine model of developmental 

programming. Hypertension 51(2): 383-392.

• Savides, T. J., Messin, S., Senger, C. and Kripke, D. F., 1986. Natural light exposure of young 

adults. Physiol Behav 38(4): 571-574.

• Savitz, D. A., Liao, D. P., Sastre, A., Kleckner, R. C. and Kavet, R., 1999. Magnetic field 

exposure and cardiovascular disease mortality among electric utility workers. American 

Journal of Epidemiology 149(2): 135-142.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
40 pagesof 42

• Scheer, F. A., Hilton, M. F., Mantzoros, C. S. and Shea, S. A., 2009. Adverse metabolic and 

cardiovascular consequences of circadian misalignment. Proc Natl Acad Sci U S A 106(11): 

4453-4458.

• Schernhammer, E. S., Laden, F., Speizer, F. E., Willett, W. C., Hunter, D. J., Kawachi, I. and 

Colditz, G. A., 2001. Rotating night shifts and risk of breast cancer in women participating 

in the nurses' health study. J Natl Cancer Inst 93(20): 1563-1568.

• Schernhammer, E. S., Laden, F., Speizer, F. E., Willett, W. C., Hunter, D. J., Kawachi, I., Fuchs, 

C. S. and Colditz, G. A., 2003. Night-shift work and risk of colorectal cancer in the nurses' 

health study. J Natl Cancer Inst 95(11): 825-828.

• Schulmeister K, Weber M, Bogner W, Schernhammer E. Application of melatonin action 

spectra on practical lighting issues. In: Final Report. The Fifth International LRO. Lighting 

Research Symposium, Light and Human Health, November 3–5, 2002. Report No. 1009370. 

Palo Alto, CA: The Electric Power Research Institute; 2004.

• Shapiro, D. J. and Rodwell, V. W., 1969. Diurnal variation and cholesterol regulation of 

hepatic HMG-CoA reductase activity. Biochem Biophys Res Commun 37(5): 867-872.

• Shearman, L. P., Sriram, S., Weaver, D. R., Maywood, E. S., Chaves, I., Zheng, B., Kume, K., Lee, 

C. C., Van Der Horst, G. T., Hastings, M. H. and Reppert, S. M., 2000. Interacting molecular 

loops in the mammalian circadian clock. Science 288(5468): 1013-1019.

• Shimomura, K., Lowrey, P. L., Vitaterna, M. H., Buhr, E. D., Kumar, V., Hanna, P., Omura, C., 

Izumo, M., Low, S. S., Barrett, R. K., Larue, S. I., Green, C. B. and Takahashi, J. S., 2010. Genetic 

suppression of the circadian Clock mutation by the melatonin biosynthesis pathway. 

Proc Natl Acad Sci U S A 107(18): 8399-8403.

• Sobngwi, E., Mbanya, J. C., Unwin, N. C., Kengne, A. P., Fezeu, L., Minkoulou, E. M., Aspray, T. 

J. and Alberti, K. G., 2002. Physical activity and its relationship with obesity, hypertension 

and diabetes in urban and rural Cameroon. Int J Obes Relat Metab Disord 26(7): 1009-1016.

• Sookoian, S., Castano, G., Gemma, C., Gianotti, T. F. and Pirola, C. J., 2007. Common genetic 

variations in CLOCK transcription factor are associated with nonalcoholic fatty liver 

disease. World J Gastroenterol 13(31): 4242-4248.

• Sookoian, S., Gemma, C., Fernandez Gianotti, T., Burgueno, A., Alvarez, A., Gonzalez, C. D. 

and Pirola, C. J., 2007. Effects of rotating shift work on biomarkers of metabolic syndrome 

and inflammation. J Intern Med 261(3): 285-292.

• Sookoian, S., Gemma, C., Gianotti, T. F., Burgueno, A., Castano, G. and Pirola, C. J., 

2008. Genetic variants of Clock transcription factor are associated with individual 

susceptibility to obesity. Am J Clin Nutr 87(6): 1606-1615.

• Srinivasan, V., Singh, J., Pandi-Perumal, S. R., Brown, G. M., Spence, D. W. and Cardinali, D. P., 

2010. Jet lag, circadian rhythm sleep disturbances, and depression: the role of melatonin 

and its analogs. Adv Ther 27(11): 796-813.

• Steptoe, Andrew. "Night Shift Work and the Cardiovascular Health of Medical 

Staff."European Society of Cardiology 30 (2009): 2560-561. 

• Stevens, R. G., 2009. Light-at-night, circadian disruption and breast cancer: assessment of 

existing evidence. Int J Epidemiol 38(4): 963-970.

• Stokkan, K. A., Yamazaki, S., Tei, H., Sakaki, Y. and Menaker, M., 2001. Entrainment of the 

circadian clock in the liver by feeding. Science 291(5503): 490-493.

• Suter, M., Bocock, P., Showalter, L., Hu, M., Shope, C., Mcknight, R., Grove, K., Lane, R. and 

Aagaard-Tillery, K., 2011. Epigenomics: maternal high-fat diet exposure in utero disrupts 

peripheral circadian gene expression in nonhuman primates. FASEB J 25(2): 714-726.

• Suwazono, Y., Dochi, M., Sakata, K., Okubo, Y., Oishi, M., Tanaka, K., Kobayashi, E., Kido, T. 

and Nogawa, K., 2008. A longitudinal study on the effect of shift work on weight gain in 

male Japanese workers. Obesity (Silver Spring) 16(8): 1887-1893.

• Suwazono, Y., Sakata, K., Okubo, Y., Harada, H., Oishi, M., Kobayashi, E., Uetani, M., Kido, 

T. and Nogawa, K., 2006. Long-term longitudinal study on the relationship between 

alternating shift work and the onset of diabetes mellitus in male Japanese workers. J 

Occup Environ Med 48(5): 455-461.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
41 pagesof 42

• Takeda, N., Maemura, K., Horie, S., Oishi, K., Imai, Y., Harada, T., Saito, T., Shiga, T., Amiya, E., 

Manabe, I., Ishida, N. and Nagai, R., 2007. Thrombomodulin is a clock-controlled gene in 

vascular endothelial cells. Journal of Biological Chemistry 282(45): 32561-32567.

• Tamura, Hiroshi, Yasuhiko Nakamura, Akio Narimatsu, Yoshiaki Yamagata, Akihisa 

Takasaki, Russel J. Reiter, and Norihiro Sugino. "Melatonin Treatment in Peri- and 

Postmenopausal Women Elevates Serum High-density Lipoprotein Cholesterol Levels 

without Influencing Total Cholesterol Levels." Journal of Pineal Research 45.1 (2008): 101-

05.

• Tattersall, J. E., Scott, I. R., Wood, S. J., Nettell, J. J., Bevir, M. K., Wang, Z., Somasiri, N. P. 

and Chen, X., 2001. Effects of low intensity radiofrequency electromagnetic fields on 

electrical activity in rat hippocampal slices. Brain Res 904(1): 43-53.

• Tenkanen, L., Sjoblom, T., Kalimo, R., Alikoski, T. and Harma, M., 1997. Shift work, 

occupation and coronary heart disease over 6 years of follow-up in the Helsinki Heart 

Study. Scand J Work Environ Health 23(4): 257-265.

• Toh, K. L., Jones, C. R., He, Y., Eide, E. J., Hinz, W. A., Virshup, D. M., Ptacek, L. J. and Fu, Y. 

H., 2001. An hPer2 phosphorylation site mutation in familial advanced sleep phase 

syndrome. Science 291(5506): 1040-1043.

• Turek, F. W., Joshu, C., Kohsaka, A., Lin, E., Ivanova, G., Mcdearmon, E., Laposky, A., Losee-

Olson, S., Easton, A., Jensen, D. R., Eckel, R. H., Takahashi, J. S. and Bass, J., 2005. Obesity and 

metabolic syndrome in circadian Clock mutant mice. Science 308(5724): 1043-1045.

• Tynes, T., Hannevik, M., Andersen, A., Vistnes, A. I. and Haldorsen, T., 1996. Incidence of 

breast cancer in Norwegian female radio and telegraph operators. Cancer Causes Control 

7(2): 197-204.

• United Nations, 2012. World Urbanization Prospects; The 2011 Revision, Highlights. New 

York.

• Van Den Heiligenberg, S., Depres-Brummer, P., Barbason, H., Claustrat, B., Reynes, 

M. and Levi, F., 1999. The tumor promoting effect of constant light exposure on 

diethylnitrosamine-induced hepatocarcinogenesis in rats. Life Sci 64(26): 2523-2534.

• Verschuren, W. M., Jacobs, D. R., Bloemberg, B. P., Kromhout, D., Menotti, A., Aravanis, C., 

Blackburn, H., Buzina, R., Dontas, A. S., Fidanza, F. and Et Al., 1995. Serum total cholesterol 

and long-term coronary heart disease mortality in different cultures. Twenty-five-year 

follow-up of the seven countries study. JAMA 274(2): 131-136.

• Virag, J. A., Dries, J. L., Easton, P. R., Friesland, A. M., Deantonio, J. H., Chintalgattu, V., Cozzi, 

E., Lehmann, B. D., Ding, J. M. and Lust, R. M., 2010. Attenuation of myocardial injury in 

mice with functional deletion of the circadian rhythm gene mPer2. Am J Physiol Heart 

Circ Physiol 298(3): H1088-1095.

• Viswambharan, H., Carvas, J. M., Antic, V., Marecic, A., Jud, C., Zaugg, C. E., Ming, X. F., 

Montani, J. P., Albrecht, U. and Yang, Z., 2007. Mutation of the circadian clock gene Per2 

alters vascular endothelial function. Circulation 115(16): 2188-2195.

• Viswanathan, A. N., Hankinson, S. E. and Schernhammer, E. S., 2007. Night shift work and 

the risk of endometrial cancer. Cancer Res 67(21): 10618-10622.

• Vitaterna, M. H., Takahashi, J. S. and Turek, F. W., 2001. Overview of circadian rhythms. 

Alcohol Res 

• Health 25(2): 85-93.

• Vollmer, C., Michel U., Randler C., 2012. Outdoor light at night (LAN) is correlated with 

eveningness in adolescents. Chronobiol Int. 29(4): 502-508. 

• Wakatsuki, Akihiko, Yuji Okatani, Nobuo Ikenoue, Chiaki Izumiya, and Chitose Kaneda. 

"Melatonin Inhibits Oxidative Modification of Low-density Lipoprotein Particles in 

Normolipidemic Post-menopausal Women." Journal of Pineal Research 28.3 (2000): 136-42

• Walker, A. R. and Sareli, P., 1997. Coronary heart disease: outlook for Africa. J R Soc Med 

90(1): 23-27.



Shanmugam et al, Journal of Local and Global Health Science 2013:3
42 pagesof 42

• Wang, C. Y., Wen, M. S., Wang, H. W., Hsieh, I. C., Li, Y., Liu, P. Y., Lin, F. C. and Liao, J. K., 2008. 

Increased vascular senescence and impaired endothelial progenitor cell function 

mediated by mutation of circadian gene Per2. Circulation 118(21): 2166-2173.

• Wassmann, S., Czech, T., Van Eickels, M., Fleming, I., Bohm, M. and Nickenig, G., 2004. 

Inhibition of diet-induced atherosclerosis and endothelial dysfunction in apolipoprotein 

E/angiotensin II type 1A receptor double-knockout mice. Circulation 110(19): 3062-3067.

• Wehr, T. A., 1991. The durations of human melatonin secretion and sleep respond to 

changes in daylength (photoperiod). J Clin Endocrinol Metab 73(6): 1276-1280.

• Wilson, B. W., Stevens, R. G. and Anderson, L. E., 1989. Neuroendocrine mediated effects of 

electromagnetic-field exposure: possible role of the pineal gland. Life Sci 45(15): 1319-

1332.

• Wilson, P. W. F., D'agostino, R. B., Parise, H., Sullivan, L. and Meigs, J. B., 2005. Metabolic 

syndrome as a precursor of cardiovascular disease and type 2 diabetes mellitus. 

Circulation 112(20): 3066-3072.

• Winter, S. L., Bosnoyan-Collins, L., Pinnaduwage, D. and Andrulis, I. L., 2007. Expression of 

the circadian clock genes Per1 and Per2 in sporadic and familial breast tumors. Neoplasia 

9(10): 797-800.

• World Health Organization, 2010. Global status report on non-communicable diseases. 

Geneva.

• World Health Organization, 2003. Diet, nutrition and the prevention of chronic diseases. 

Geneva.

• Xu, Y., Toh, K. L., Jones, C. R., Shin, J. Y., Fu, Y. H. and Ptacek, L. J., 2007. Modeling of a human 

circadian mutation yields insights into clock regulation by PER2. Cell 128(1): 59-70.

• Yamazaki, S., Numano, R., Abe, M., Hida, A., Takahashi, R., Ueda, M., Block, G. D., Sakaki, Y., 

Menaker, M. and Tei, H., 2000. Resetting central and peripheral circadian oscillators in 

transgenic rats. Science 288(5466): 682-685.

• Yang, M. Y., Chang, J. G., Lin, P. M., Tang, K. P., Chen, Y. H., Lin, H. Y., Liu, T. C., Hsiao, H. H., Liu, 

Y. C. and Lin, S. F., 2006. Downregulation of circadian clock genes in chronic myeloid 

leukemia: alternative methylation pattern of hPER3. Cancer Sci 97(12): 1298-1307.

• Zhu, Y., Brown, H. N., Zhang, Y., Stevens, R. G. and Zheng, T., 2005. Period3 structural 

variation: a circadian biomarker associated with breast cancer in young women. Cancer 

Epidemiol Biomarkers Prev 14(1): 268-270.

• Zhu, Y., Stevens, R. G., Hoffman, A. E., Fitzgerald, L. M., Kwon, E. M., Ostrander, E. A., Davis, 

S., Zheng, T. and Stanford, J. L., 2009. Testing the circadian gene hypothesis in prostate 

cancer: a population-based case-control study. Cancer Res 69(24): 9315-9322.

• Zhu, Y., Stevens, R. G., Leaderer, D., Hoffman, A., Holford, T., Zhang, Y., Brown, H. N. and 

Zheng, T., 2008. Non-synonymous polymorphisms in the circadian gene NPAS2 and breast 

cancer risk. Breast Cancer Res Treat 107(3): 421-425.

• Zhu, Y., Zheng, T., Stevens, R. G., Zhang, Y. and Boyle, P., 2006. Does "clock" matter in 

prostate cancer? Cancer Epidemiol Biomarkers Prev 15(1): 3-5.

• Zisapel, N. (2001). Benign and tumor prostate cells as melatonin target sites. The Pineal 

Gland and Cancer: Neuroimmunoendocrine Mechanisms in Malignancy. C. Bartsch, 

Bartsch, H., Blask, D. E., et al., Berlin, Springer: 342-359.


